Supplementary Figure S2. Gene Ontology enrichment analysis for over-represented Biological
Process categories for probe sets up-regulated with age in the T1, T2 analysis. The colour of
the bars denotes the P-values for significance of enrichment, adjusted for multiple tests using
the Benjamini correction. Light blue: P < 0.05; Medium blue: P < 0.01; Dark blue: P < 0.001.
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