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Supplementary Fig 2
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Supplementary Fig 3

100
1.4
5
2 1.2 [ 80
O L
s 1 3
¢ S 60
< —
£ 08 &
= S5
< 0.6 £ T
- O g 40
—
204 -
© L
) 20
T 0.2
: — o B

RCC4 RCC4/VHL 786-O 786-O/VHL RCC4 RCCA4/VHL  786-O0  786-O/VHL



Supplementary Fig 4
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Supplementary Fig 5
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Supplementary Fig 6
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p53 DBS 34515001587
421 ggcicitita gaggatgcat gicatta figg accigicget gecactgted cigtteecee human

481 agctgtgact tcgagggagg tctggggate tgagtctgtc caaacccacg getttgetgt rat
541 tggogataaaa actgtecttt tgattttaga aggaggaggg aaaaaaggtt fcccageatg mouse
601 tgtgttgtgc cagtcttgga aatticatceg tgcttgaatt ccacceteca teccccagaaa

661 aactggagta aaacaaaaag aggagatgga caaagtgtgt atttgatgge atccectggg

721 aagagactct aaatttatcc cataggtctt actgggecac tgtgagcegcet tiggtggaga

781 acaaacaaaa atictgggtg ctcagtigtc taaccigaaa aatgggacta gcggaaaaag

841 ccaatgtgtt ccatgcacct tttgcttict ttattaagge atgatgtcac ctgtacagta

901 actgccctgt gtgtactica gggggggatt tcaaggttag atagacagga aattgttttg

961 aaaatgtaaa cacattatta aatgtgaagt attatctgat tectigttcg aatggceatit

1021 cctictcage accaccttee ttgecatattc acttaacctt gtacaagaac acctitttge

1081 cctaaatgaa gacaccecce caaaaaaaag agtcccagaa aatatgteec tgettgtgeg

1141 gggaataaat agaatatict gaggtgcatt cctccticct atgttaggea acattcctig

1201 accctecteg geecccaage caggtigegt fttttictge catttagaag ggttticett

1261 titgtcctag taaaacatca geccctgtag ctettcatet cocectggtg tt-:ﬂctc@

p353 DBS2 1pst0 7
1321 b{:calgt{:tl aagaﬂg_;t}g_ §|ca ccgacca atcttaagat ttaagtictg tgtgaaaaac

1381 acctitgett ticaatcagt ttatcagect cetcegeagg ggaagtgtgg acacacaaaa

1441 gaacttatcg gggcitctca tcagtgatag ggaaaagact ggcatgtgece taaacgagcet

1501 ctgatgttat ttttaagctc cctticttge caatccctea cggatcettic tccgatagat

1561 gcaaagaact tcagcaaaaa agacccgceag gaaggggctit gaagagaaaa gtacgttgat

1621 ctgccaaaat agictgacce ccagtagigg ggeagtgacg agggagagcea ttccctigtt

1681 tgactgagac tagaatcgga gagacataaa aggaaaatga agcgagceaac aattaaaaaa

1741 aattccccge acacaacaat acaatctatt taaactgtgg cteatactit tcataccaat

1801 ggtatgactt titttctgga gtccectett ctgaticttg aactccgggg ctggeagett

1861 gcaaagggga agcggactce agcactgeac gggeaggttt agcaaaggte tetaatgggt
p53 DBS1 489 10 211y

1921 attttctttt teifageect gecccegaat tgteaglacgg cgggegtetg cetctgaagt

HRE-118
1981 tagcagtgat ttcetticgg gectggectt atctcegget c-: fgttggtgac
2041 taataacaca ataacattgt ctggggcetgg aataaagteg gagetgtita cccecactet

+1
2101 aataggggtt caatataaaa agceggeaga gagetgteca agtcEga-:gc gccictgeat
-start
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