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25uM PN
CTR 4h 16h
R 8
sub-G0-G1 b sub-G0-G1 — sub-G0-G1
7.8% 5.1% 3.4%
GO0-G1 T GO0-G1 b GO0-G1
57.6% 40.8% 37.5%
RN G2-M 1 G2-M 4 4 G2-M
15.0% — 35.0% — 39.1%
Tt T — R —
FL3LIN FL3LIN FL3LIN
3h
CTR 25uM PN 25uM PN+100uM apocynin ~ 25uM PN+10uM BAPTA-AM
7.5% 10.7% 12.2%
e s e N s BN - e s e
o i 10 0 i w 0 i i w 0
FL3LOG FL3 LOG FL3LOG FL3 LOG
15uM PN
CTR 8h 16h
5] . i
10.3% | 352% 30.7%
"l Bl " T ™ - ) T ™
10° 10" 10° 10’ 10° 10' 10% 10’ 10° 10" 10° 10’
FL1LOG FL1LOG FL1 LOG FL1LOG




Supplementary Figure S2
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