Supplementary table 1. A total of 125 differentially expressed miRNAs in psoriatic involved and psoriatic uninvolved skin with respect to the normal human skin. miRtron
and noncanonical miRNAs are highlighted in blue.

Normalized no. reads Fold change
Mature miRNA Sequence Total reads
NN? PN? ppP? PP/NN PP/PN PN/NN
hsa-mir-31.isol GCTATGCCAACATATTGCCATC 10.94 18.91 694.01 63.43 36.71 1.73 723.86
hsa-miR-31 AGGCAAGATGCTGGCATAGCT 1063.44 3255.25 45690.24 42.93 14.03 3.06 55883
hsa-miR-31* TGCTATGCCAACATATTGCCAT 250.54 358.19 8679.14 34.51 24.17 1.43 10412
hsa-miR-206 TGGAATGTAAGGAAGTGTGTGG 119.25 317.23 1538.82 12.80 4.84 2.65 2156
hsa-miR-6732/miRtron TAACCCTGTCCTCTCCCTCCCAG 1.00 2.05 11.58 11.58 5.65 2.05 14.63
hsa-miR-21* CAACACCAGTCGATGGGCTGT 712.24 1032.56 6278.75 8.80 6.08 1.45 8754
hsa-miR-135b* ATGTAGGGCTAAAAGCCATGGG 62.36 66.18 506.18 8.00 7.55 1.06 694
miR-937/miRtron ATCCGCGCTCTGACTCTCTGCC 3.19 2.05 20.40 6.40 9.95 -1.56 25.64
hsa-miR-33b* CAGTGCCTCGGCAGTGCAGCCC 61.27 67.23 353.62 5.70 5.20 1.10 521
hsa-miR-135b TATGGCTTTTCATTCCTATGTGA 643.31 682.77 3636.74 5.65 5.32 1.06 5362
hsa-mir-455.isol TGCAGTCCATGGGCATATACAC 481.39 563.03 2711.68 5.63 4.82 1.17 3756.10
hsa-miR-222* CTCAGTAGCCAGTGTAGATCCT 440.91 736.34 2467.41 5.59 3.35 1.67 3902
miR-1983/tRNAlle CTCACCTGGAGCATGTTTTCT 23.98 25.16 117.40 4.90 4.67 1.05 166.54
hsa-miR-1268 CGGGCGTGGTGGTGGGGG 1514.20 2227.94 6745.25 4.45 3.03 1.47 11154
Novel #6 TAAAAGTAATTGTGGTATTTGC 303.06 370.80 1246.93 4.10 3.36 1.22 2044
hsa-miR-21 TAGCTTATCAGACTGATGTTGA 4091259.64 4176278.01 16177715.35 3.95 3.87 1.02 26060562
hsa-miR-431 TGTCTTGCAGGCCGTCATGCA 44.86 54.62 178.13 3.91 3.22 1.21 295
hsa-mir-146a.isol TTGAGAACTGAATTCCATGGGT 1101.73 1510.50 4294.59 3.90 2.84 1.37 6906.83
hsa-miR-4772 TCTGATCAGGCAAAATTGCAG 77.68 68.28 296.30 3.78 4.29 -1.14 472
miRtron #144/miRtron TTTGCTAACTTTCTTTTCCAAG 22.88 25.16 79.48 3.47 3.16 1.10 127.52
hsa-mir-21.isol AGCTTATCAGACTGATGTTGAC 28387.89 20802.53 93943.14 3.31 4.52 0.73 143133.55
hsa-miR-7 TGGAAGACTAGTGATTTTGTTGT 9314.93 12290.97 28373.42 3.05 231 1.32 52390
hsa-mir-944.isol GAAATTATTGTACATCGGATGA 964.97 864.50 2936.55 3.04 3.40 0.90 4766.02
hsa-miR-496 TGAGTATTACATGGCCAATCTC 148.79 190.13 451.51 3.02 2.37 1.28 829
hsa-miR-3065-5p TCAACAAAATCACTGATGCTGGA 537.19 474.79 1622.60 3.02 341 -1.13 2783
hsa-miR-3614 CCACTTGGATCTGAAGGCTGCC 61.27 65.13 183.42 2.96 2.79 1.06 326
hsa-miR-592 TTGTGTCAATATGCGATGATGT 54.70 77.73 161.38 2.92 2.06 1.41 307
hsa-mir-378a.isol CTGGACTTGGAGTCAGAAGGC 71843.34 92591.43 206610.53 2.88 2.23 1.29 371045.29
hsa-miR-545* TCAGTAAATGTTTATTAGATGA 52.52 60.92 151.68 2.85 2.47 1.16 278
hsa-miR-944 AAATTATTGTACATCGGATGAG 8181.47 7959.04 23300.16 2.85 2.93 -1.03 41477
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hsa-miR-223
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hsa-miR-6513/miRtron
hsa-miR-590-3p
hsa-miR-19a
miRtron #323/miRtron
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hsa-miR-6508-3p

Novel #333
has-miR-1468
hsa-mir-10a.isol
hsa-miR-6500-3p
hsa-miR-10a
hsa-miR-100
hsa-miR-137
hsa-miR-181a-2*
hsa-miR-375
hsa-miR-5010-5p/miRtron
hsa-miR-5010-3p/miRtron
hsa-mir-181a.isol
hsa-miR-885-5p
hsa-miR-486-3p
hsa-miR-129-5p
hsa-mir-375.isol
hsa-miR-483-3p
hsa-miR-6510-3p/miRtron
hsa-mir-486.isol
hsa-miR-6721-5p/miRtron
hsa-mir-100.iso1
hsa-miR-5089-5p
hsa-miR-548az-5p
hsa-miR-675*
hsa-miR-124
hsa-miR-4490

TGGGCCATGCATTTCTAGAACT

TCTCTGCCGGCTTGATGGGCTAGC

CTCCGTTTGCCTGTTTCGCTG
ACCCTGTAGATCCGAATTTGTG
ACACTTGTTGGGATGACCTGC
TACCCTGTAGATCCGAATTTGTG
AACCCGTAGATCCGAACTTGTG
TTATTGCTTAAGAATACGCGTAG
ACCACTGACCGTTGACTGTACC
TTTGTTCGTTCGGCTCGCGTGA
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CACCGACTCTGTCTCCTGCAG
CCTGTACTGAGCTGCCCCGAG
TGGGCAGGGGCTTATTGTAGGA
ACCCGTAGATCCGAACTTGT
TGGGATTTCTGAGTAGCATCC
AAAAGTGATTGTGGTTTTTGCT
CTGTATGCCCTCACCGCTCA
TAAGGCACGCGGTGAATGCC
TCTGGTAAGAGATTTGGGCAT
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&Normal skin, NN; psoriatic uninvolved skin, PN; psoriatic Involved skin, PP.
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