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Total RNA was extracted from the proximal colon mucosa from three Prkg2‐/‐ and three Prkg2+/+ mice.
Labeling, hybridization to Affimetrix GeneChip Mouse Genome Array, quantitation and statistical
analysis of gene expression were all performed by the Genomics Core facility at the Georgia Regents
University Cancer Center. Genes marked by bold‐face were related to differentiation (downregulated)
or proliferation (upregulated) using Panther Analysis Software (http://www.pantherdb.org).


