Figure S3

Standard Curve

Log Starting Quantity

O Standard

X Unknown
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UTP-glucose-1-phosphate uridylyltransferase
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X Unknown
—— ADP _ E=00.2% R'2:0.008 Slope=-3.341 y-int=42523 —— U4  E=101.5% R'2=0.903 Slope=-3.287 y-int=42 446

Histone H4
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X Unknown
—— ADP E=02.1% R"2=0.997 Slope=-3.520 y-int=45 438
—— U5 E=102.6%R"2=0.995 Slope=-3.261y-int=43.705
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T-complex protein 1, delta subunit



O Standard

X Unknown
—— ADP E=909.2% R"2=0.098 Slope=-3.341 y-int=42 523
—— U-8 E=94.3%R"2=0.997 Slope=-3.487 y-int=48 882
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Ribosomal protein L13 containing protein
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Vacuolar cation/proton exchanger 1b
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O Standard

X Unknown
—— ADP E=09.0% R*2=0.997 Slope=-3.347 y-int=44.330
—— D4 E=97.1% R*250.996 Slope=-3.393 y-int=43.702
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Late embryogenesis abundant protein Leal4-A



Log Starting Quantity

O  Standard
X Unknown
—— ADP E=108.1%R"2=1.000 Slope=-3.184 yint=43320
—— D8 E=09.1%R"2=0.994 Slope=-3.345 y-int=47 903
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Aldehyde dehydrogenase family protein

Standard Curve

O Standard

X Unknown

—— ADP E=99.0% R"2=0.997 Slope=-3.347 y-int=44.330
—— D7 _E=88.7% R"2=0.955Slope=-3.627 y-int=51.450
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AP2 domain containing protein
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—— ADP E=95.9% R"2=0997 Slope=-3398 y-int=44.372 —— D9 E=91.4% R"2=0.991 Slope=-3.548 y-int=43.678

NAD dependent epimerase or dehydratase family protein
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X Unknown
—— ADP E=09.0% R"2=0997 Slope=-3.347 y-int=44.330
—— D13 E=103.3% R"2=0.988 Slope=-3.245 y-int=438.525

Polyubiquitin containing 7 ubiquitin monomers
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