
Dean/Jett/Fox: %G1 = 29.96; %S = 19.14; %G2 = 40.45.
Event count: 4844
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Dean/Jett/Fox: %G1 = 46.3; %S = 29.46; %G2 = 18.32.
Cell cycle distribution:

Event Count: 4619
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Cell cycle distribution:

HB2 cells unsynchronized HB2 cells enriched in G1 phase

Dean/Jett/Fox: %G1 = 10.07; %S = 14.57; %G2 = 71.47.
Event count: 6416
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Dean/Jett/Fox: %G1 = 8.086; %S = 31.33; %G2 = 56.38.
Event count: 890
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Dean/Jett/Fox: %G1 = 7.398; %S = 22.35; %G2 = 62.29.
Event count: 3774
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Dean/Jett/Fox: %G1 = 11.87; %S = 23.22; %G2 = 61.25.
Event count: 188
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HB2 cells treated with different siRNA and enriched in G2 phase by double thymidine block

RNAi:
Control

RNAi:
Mau-2

RNAi:
SMC3

RNAi:
NIPBL
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Zuin et al., Figure S3
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