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Figure 1:  Peptide sequence data from actin cytoplasmic 1 (ACT B) 
showing (A) a representation of the ACT B tryptic digest peptide sequence 
that were identified in highlighted red, and (B) an example of the ACT B 
peptide fragmentation spectra with lead ions shown as red lines. These 
represent the fragmentation spectra where (b) ions represent a 
fragmentation from the amine-terminus and (y) ions are a representation of 
fragmentation from the carboxyl-terminus of the protein [68].
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Figure 2:  Peptide sequence data from fructose bisphosphaste aldolase 
1 (ALDO A) showing (A) a representation of the ALDO A tryptic digest 
peptide sequence that were identified in highlighted red, and (B) an 
example of the ALDO A peptide fragmentation spectra with lead ions 
shown as red lines. These represent the fragmentation spectra where (b) 
ions represent a fragmentation from the amine-terminus and (y) ions are 
a representation of fragmentation from the carboxyl-terminus of the 
protein [68].
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Figure 3:  Peptide sequence data from cofilin 1 (CFL 1) showing (A) a 
representation of the CFL 1 tryptic digest peptide sequence that were 
identified in highlighted red, and (B) an example of the CFL 1 peptide 
fragmentation spectra with lead ions shown as red lines. These represent 
the fragmentation spectra where (b) ions represent a fragmentation from 
the amine-terminus and (y) ions are a representation of fragmentation 
from the carboxyl-terminus of the protein [68].
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Figure 4:  Peptide sequence data from profilin 1 (PFN 1) showing (A) a 
representation of the PFN 1 tryptic digest peptide sequence that were 
identified in highlighted red, and (B) an example of the PFN 1 peptide 
fragmentation spectra with lead ions shown as red lines. These represent the 
fragmentation spectra where (b) ions represent a fragmentation from the 
amine-terminus and (y) ions are a representation of fragmentation from the 
carboxyl-terminus of the protein [68]. 


