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Supporting Information Fig 3. Heat map of the normalized gene expression values in 
Twin-DS-iPSCs and Twin-N-iPSCs for the 96 downregulated genes involved in brain-
related functions.  
(A) Samples (columns) and genes (rows) are sorted according to hierarchical clustering based on normalized and 
z-transformed gene expression values. A negative z-score (in red) indicates low expression (below the mean) 
whereas a positive z-score (in green) shows high expression (above the mean). (B) The table lists the brain-
related functions associated with these 96 downregulated genes. 
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