Supporting Information Table 2. List of the differentially expressed genes between
Twin-N-iPSCs and Twin-DS-iPSCs (see the EXCEL FILE and the R OBJECT FILE

used to generate Fig 2).

1204 genes were differentially expressed betweem-NsPSCs and Twin-DS-iPSCs (Bonferroni-corrected p
value<0.01): 580 genes were found downregulated62ddyenes upregulated in Twin-DS-iPSCs in comparis
with Twin-N-iPSCs. The tables show the gene cootdmdchromosome, start, end), the cDNA length, the
official gene symbol, the strand, the log2 fold mfpa between Twin-DS-iPSCs and Twin-N-iPSCs (the ssall
fold change between DESeq and EdgeR is reportesijdaiminal p-values and the Bonferroni-corrected Ipesa
given by EdgeR and DESeq.



