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SUPPLEMENTARY FIGURE LEGEND

Supplementary FIG. S1. Multiple sequence alignment of HypBA1 and its homologs. The
homologous proteins are shown in Fig. 11. The alignment was created with MUSCLE and
BoxShade 3.21. Identical residues and conservative substitutions are highlighted in black and
dark gray, respectively. Asterisks indicate the residues selected for site-directed mutagenesis.

The protein characterized in this study is enclosed in the box.
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