Supporting Information, Figure S$1
Title: Mapping the kinetic barriers of a large RNA molecule’s folding landscape
Authors: Jorg C. Schlatterer, Joshua S. Martin, Alain L. Laederach, Michael

Bren

3a

owitz

Procedure

Time resolved, Mg(Il) mediated

hydroxyl radical footprinting of

the Tetrahymena ribozyme as a
function of temperature

|

Outcome

Time progress curves

Clustering of time
progress curves

|

Fitting of cluster centroids

3b

Cluster centroids;
Cluster affiliation of
Individual protections

Eyring analysis using k-values

In(k/T) = In(ks/h) - AH*/RT + AS*/R

3c

Eyring-Polanyi analysis
using k-values
AG*=-RT In(kh/(ksT)

4a
k-values Kinetic Modeling Structural-kin_et‘ic model
(U, 11, 12, F) with k-values
4b
AH?, AS* for P4-P6, Eyring analysis using k-values AH?, AS*for transitions
core and periphery —> u=211, U212,
In(k/T) = In(k/h) - AH*/RT + AS*/R 1-F, 129F
4c
AG*for P4-P6, EY""EjPO'z"Yila"a'YSiS AG* f_)or tra n_s)itions
core and periphery — using k-values u=11, U212,
AG*=-RT In(kh/(ksT) 11-F, 129F

Figure S1. Roadmap for the study “Mapping the kinetic barriers of a large RNA
molecule’s folding landscape”.



