


Sup. Figure 5. Sox2 prognostic relevance.   

A. Correlation between Sox2 expression and recurrence of ER-positive tamoxifen 

treated primary breast cancer samples. (Left) Two different data sets demonstrate 

similar correlation between increased SOX2 mRNA expression and therapy failure 

(Zhang Y. et al., 2009 and Ma X. et al., 2004). Box plots from the studies indicated 

are shown. The y axis shows normalised expression units. All data are median 

centered and the 25th–75th percentiles are indicated by the closed box. (Right) The 

association between SOX2 expression levels and disease free survival was evaluated 

by Kaplan–Meier analysis. The Sox2 low group was defined by having Sox2 

expression lower than the median of all patients in the study, and the rest of patients 

were of the Sox2 high group. The number of breast carcinoma samples present in 

each group is shown within parenthesis and GEO accession number of each date set is 

indicated. Non Resp, non-responder tumours; Resp, responder tumours. 
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