Supplemental Figure 1

MMTV-PyMT in 3D Culture
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Supplemental Figure 2

MMTV-PyMT In Vivo
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Supplemental Figure 3
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E Marker # of leaders  # of orgs  # of tumors analyzed % Positive (95% CI)

K14 391 89 10 86% (83-90%)
SMA 288 75 8 18% (14-23%)
F Human Tumor (S1) Human Tumor (S3) Human Tumor (S4)
K8 Actin DAPI Actin DAPI Actin



http://www.editorialmanager.com/cell/download.aspx?id=1030213&guid=83af4558-8b1f-4626-9cc9-755d0c67c28d&scheme=1

Supplemental Figure 4
Cheung et al. Figure S4
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Supplemental Figure 5 Cheung et al. Figure S5
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MMTV-PyMT in 3D Culture
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Supplemental Figure 7
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