Strain Description Reference

RK103 MG1655 Accm (2)

RK111 MG1655 Accm cyt c4:His6 chromosomal integrate [@)

Plasmid Short name Description Reference
pRGK385 pSys| AGH pGEX ccmABCDEF:His6 (3)
pRGK386 pSysl pGEX ccmABCDEF:His6GH (3)
pRGK387 pSys| AEGH pGEX ccmABCDF:His6 (3)
pRGK388 -- pBAD ccmF:His6GH (3)
pRGK402 pSysl| AFGH pGEX ccmABCDE (1)
pRGK427 pSys! AGH delAB pGEX ccmCDEF:His6 This w ork
pRGK428 pSys! AGH mutE pGEX ccmABCDE(His130Ala)F:His6 This w ork
pRGK429 pSysl AGH P-His1Ala pGEX ccmABCDEF (His173Ala):His6 This w ork
pRGK430 pSysIAGH TM-His1Ala pGEX ccmABCDEF(His261Ala):His6 This w ork
pRGK431 pSysIAGH P-His2Ala pGEX ccmABCDEF(His303Ala):His6 This w ork
pRGK432 pSysI AGH TM-His2Ala pGEX ccmABCDEF(His491Ala):His6 This w ork
pRGK433 pSysI AGH Dbl P-His pGEX ccmABCDEF(His173Ala/His303Ala):His6 This w ork
pRGK434 -- pBAD ccmF(His173Ala):His6GH This w ork
pRGK435 -- pBAD ccmF(His173Gly):His6GH This w ork
pRGK436 -- pBAD ccmF(His173Cys):His6GH This w ork
pRGK437 -- pBAD ccmF(His173Met):His6GH This w ork
pRGK438 -- pBAD ccmF(His173Tyr):His6GH This w ork
pRGK439 -- pBAD ccmF(His303Ala):His6GH This w ork
pRGK440 -- pBAD ccmF(His303Gly):His6GH This w ork
pRGK441 -- pBAD ccmF(His303Cys):His6GH This w ork
pRGK442 -- pBAD ccmF(His303Met):His6GH This w ork
pRGK443 -- pBAD ccmF(His303Tyr):His6GH This w ork




Primer Sequence (5-3’) Plasmid Constructed
delABloop_Bglll Fwd GCCAGATCTATGTGGAAAACACTG pRGK427
delABloop_Bglll_ Rev GATAGATCTACGCGGAACCAGATC pPRGK427
ccmE_HI30A_Fwd GCGAAAGAAGTGCTGGCGAAAGCCGATGAAAACTATACGCC pRGK428
ccmkE_H130A_Rev GGCGTATAGTTTTCATCGGCTTTCGCCAGCACTTICTTTCGC PRGK428
ccmF_H173A_Fwd CCGGGGCTGATCTTCGCTCCGCCTCTGCTTI PRGK429
pRGK434
ccmF_H173A_Rev AAAGCAGAGGCGGAGCGAAGATCAGCCCCGG pRGK429
pRGK434
ccmF_H173G_Fwd CCGGGGCTGATCTTCGGTCCGCCTCTGCTTT pRGK435
ccmF _H173G_Rev AAAGCAGAGGCGGACCGAAGATCAGCCCCGG pPRGK435
ccmkF_H173C _Pwd GATCCGGGGCTGATCTTCTGTCCGCCTCTGCTTTATA PRGK436
ccmF_H173C_Rev TATAAAGCAGAGGCGGACAGAAGATCAGCCCCGGATC pRGK436
ccmF_H173M_Fwd GGATCCGGGGCTGATCTTCATGCCGCCTCTGCTTTATATGG PRGK437
ccmF_HI73M_Rev CCATATAAAGCAGAGGCGGCATGAAGATCAGCCCCGGATCC pRGK437
ccmF_HI73Y_Fwd CGGGGCTGATCTTCTATCCGCCTICTGCTT PRGK438
ccmkF_H173Y_Rev AAGCAGAGGCGGATAGAAGATCAGCCCCG PRGK438
ccmF_H303A_FRwd GGCGTGCTGGTATCGGTAGCCGCGTTTGCG pRGK431
pRGK433
pRGK439
ccmF_H303A_Rev CGCAAACGCGGCTACCGATACCAGCACGCC pRGK431
pRGK433
pRGK439
ccmF_H303G_Fwd GGCGTGCTGGTATCGGTAGGCGCGTTTGCG pPRGK440
ccmF_H303G_Rev CGCAAACGCGCCTACCGATACCAGCACGCC pPRGK440
ccmF_H303C_Fwd CGGCGTGCTGGTATCGGTATGCGCGTTTGCGT pRGK441
ccmF_H303C_Rev ACGCAAACGCGCATACCGATACCAGCACGCCG pRGK441
ccmF_H303M _Fwd CGGCGTGCTGGTATCGGTAATGGCGTTTGCGTCTGA pPRGK442
ccmF_H303M_Rev TCAGACGCAAACGCCATTACCGATACCAGCACGCCG pRGK442
ccmF_H303Y_Fwd GGCGTGCTGGTATCGGTATATGCGTTTGCGTCTG pPRGK443
ccmF_H303Y_Rev CAGACGCAAACGCATATACCGATACCAGCACGCC pPRGK443
ccmF_H261A_Fwd GGACTGCGCTGATGGCCTCACTGGCGGTCA pRGK430
ccmF _H261A Rev TGACCGCCAGTGAGGCCATGCGCGCAGTCC pPRGK430
ccmF_H491A_Fwd GGGATGGTGGCGGCTGCCCTTGGGCTGGC pRGK432

ccmkF_HA91A_Rev

GCCAGCCCAAGGGCAGCCGCCACCATCCC

pRGK432
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