
Supplementary Table S1, Primers used for QuikChange mutagenesis 

Construct Primer sequence 
7/1F 5’-CCCTGAGTGATTCTCTGCCTTTAAACGCCAACGTGCTCCTGTGGTACCTGG-3’ 
7/1B 5’-CCAGGTACCACAGGAGCACGTTGGCGTTTAAAGGCAGAGAATCACTCAGGG-3’ 
7/2F 5’-CCAACGTGCTCCTGCGAAGCTTGGTGAAGGTCCTATGTCTCTTGGGG-3’ 
7/2B 5’-CCCCAAGAGACATAGGACCTTCACCAAGCTTCGCAGGAGCACGTTGG-3’ 
TM7F 5’-GCTTGGTGAAGGTCGTAGGCCTGTATGGCTTCATGCTCTGGGG-3’ 
TM7B 5’-CCCCAGAGCATGAAGCCATACAGGCCTACGACCTTCACCAAGC-3’ 
8/1F 5’-CAGTGTCCCTCACCCTCCTTAGCCTGCTCCATATGCCTCTGCTTTTCC-3’ 
8/1B 5’-GGAAAAGCAGAGGCATATGGAGCAGGCTAAGGAGGGTGAGGGACACTG-3’ 
8/2F 5’-GCTCCATATGCCTTTCACAATTGCAGCGGAGAAGAAGGTGGGAAAATGG-3’ 
8/2B 5’-CCATTTTCCCACCTTCTTCTCCGCTGCAATTGTGAAAGGCATATGGAGC-3’ 
TM8F 5’-GCAGCGGAGAAGGTTTATAACACCCGCCACCAGTTGCTGG-3’ 
TM8B 5’-CCAGCAACTGGTGGCGGGTGTTATAAACCTTCTCCGCTGC-3’ 
9/1F 5’-GTGGCCTATGCACTCTACCTGCTCGTGAGGCGTATTTCAGGTATGCTGC-3’ 
9/1B 5’-GCAGCATACCTGAAATACGCCTCACGAGCAGGTAGAGTGCATAGGCCAC-3’ 
9/2F 5’-GCTCGTGAGGCGTGTGCTGCACTTGGGTGTACAGATGGGAATCCTCTAC-3’ 
9/2B 5’-GTAGAGGATTCCCATCTGTACACCCAAGTGCAGCACACGCCTCACGAGC-3’ 
TM9F 5’-GGGTGTACAGATGCTGATGCTGAGCTGTGGGCTCCAGTTGGTGACCAGTGG-3’ 
TM9B 5’-CCACTGGTCACCAACTGGAGCCCACAGCTCAGCATCAGCATCTGTACACCC-3’ 
10/1F 5’-GCAGTGGGAACCTTCTAAGCTTCATGATCTACCAGATGCAG-3’ 
10/1B 5’-CTGCATCTGGTAGATCATGAAGCTTAGAAGGTTCCCACTGC-3’ 
10/2F 5’-CATGATCTACCAGGAGAGCGTGGGGAGCTACGTAGAGGTACTGCTCTCC-3’ 
10/2B 5’-GGAGAGCAGTACCTCTACGTAGCTCCCCACGCTCTCCTGGTAGATCATG-3’ 
TM10F 5’-GGGGAGCTACGTGCAGACCCTGGTATACATCTACCCCAG-3’ 
TM10B 5’-CTGGGGTAGATGTATACCAGGGTCTGCACGTAGCTCCCC-3’ 
R1QF 5’-CAACTCCTGGACCAGAAGTATTTCCGGAATGCTGCTGCAAGTGGGAATCC-3’ 
R1QB 5’-GGATTCCCACTTGCAGCAGCATTCCGGAAATACTTCTGGTCCAGGAGTTG-3’ 
R2QF 5’-CCTGGACCACTAGAATTTCCGGAATGCTGCTGCAAGTGGGAATCC-3’ 
R2QB 5’-GGATTCCCACTTGCAGCAGCATTCCGGAAATTCTAGTGGTCCAGG-3’ 
RHQF 5’-CCAGAAGTATTTCCCACATGCTGCTGCAAGTGG-3’ 
RHQB 5’-CCACTTGCAGCAGCATGTGGGAAATACTTCTGG-3’ 
LYLLVRQF 5’-GCTGTGGCCTATGCATTGTACCTGCTCGTCAGAAGTATTTCC-3’ 
LYLLVRQB 5’-GGAAATACTTCTGACGAGCAGGTACAATGCATAGGCCACAGC-3’ 
YRHQF 5’-GTGGCCTATGCAGTATACTCCTGGACCAG-3’ 
YRHQB 5’-CTGGTCCAGGAGTATACTGCATAGGCCAC-3’ 
YLRHQ1F 5’-GTGGCCTATGCAGTATACTCCTTGACCAGAAGTATTTCC-3’ 
YLRHQ1B 5’-GGAAATACTTCTGGTCAAGGAGTATACTGCATAGGCCAC-3’ 
LRHQF 5’-CCTATGCAGTCAACTCGTTAACCAGAAGTATTTCC-3' 
LRHQB 5’-GGAAATACTTCTGGTTAACGAGTTGACTGCATAGG-3’ 
YLRHQ2F 5’-GCCTATGCAGTATATCTCTGGACCAGAAG-3’ 
YLRHQ2B 5’-CTTCTGGTCCAGAGATATACTGCATAGGC-3’ 
YVRHQF 5’-GTATACTCCTGGGTCCGGAGTATTTCCCACATGC-3’ 
YVRHQB 5’-GCATGTGGGAAATACTCCGGACCCAGGAGTATAC-3’ 
YLVRHQF 5’-GCCTATGCAGTATATCTCTGGGTCAGAAGTATTTCCC-3’ 
YLVRHQB 5’-GGGAAATACTTCTGACCCAGAGATATACTGCATAGGC-3’ 
N411YF 5’-GGCCTATGCAGTATACTCCTGGACCACTAG-3’ 
N411YB 5’-CTAGTGGTCCAGGAGTATACTGCATAGGCC-3’ 
N411KF 5’-GGCCTATGCAGTCAAATCCTGGACCACTAG-3’ 
N411KB 5’-CTAGTGGTCCAGGATTTGACTGCATAGGCC-3’ 
N411AF 5’-GGCCTATGCAGTCGCCTCCTGGACCACTAG-3’ 
N411AB 5’-CTAGTGGTCCAGGAGGCGACTGCATAGGCC-3’ 
T415QF 5’-CAACTCCTGGACCCAGAGTATTTCAGGTATGC-3’ 
T415QB 5’-GCATACCTGAAATACTCTGGGTCCAGGAGTTG-3’ 
T415AF 5’-CAACTCCTGGACCGCTAGTATTTCAGGTATGC-3’ 
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T415AB 5’-GCATACCTGAAATACTAGCGGTCCAGGAGTTG-3’ 
G419AF 5’-GGACCACTAGTATTAGCGCTATGCTGCTGAAAGTGG-3’ 
G419AB 5’-CCACTTTCAGCAGCATAGCGCTAATACTAGTGGTCC-3’ 
G419HF 5’-CCACTAGTATTTCACATATGCTGCTGAAAGTGG-3’ 
G419HB 5’-CCACTTTCAGCAGCATATGTGAAATACTAGTGG-3’ 
3AQF 5’-GCCTATGCAGTCGCCTCCTGGACCGCTAGTATTTCCGCAATGCTGCTGCAA-3’ 
3AQB 5’-TTGCAGCAGCATTGCGGAAATACTAGCGGTCCAGGAGGCGACTGCATAGGC-3’ 
5AQF 5’-GCCTATGCAGTCGCCGCCTGGGCCGCTAGTATTTCCGCAATGCTGCTGCAA-3’ 
5AQB 5’-TTGCAGCAGCATTGCGGAAATACTAGCGGCCCAGGCGGCGACTGCATAGGC-3’ 
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