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Figure S1
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Figure S1D
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Figure S1E
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Figure S2
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Figure S2
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Figure S2
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Figure S3A
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Figure S3B
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Figure S3
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Figure S4A

Network 1: Intersect1-2_20120817 - 2012-08-17 09:06 AM : Input_Intersect1-2_20120817 bt : Intersect1-2_20120817 - 2012-08-17 09:06 AM
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F | g u re S4 B Network 5 NMDOnly_20120817 - 2012-08-17 09:53 AM : Input_NMDOnly_20120817 bt : NMDOnly_20120817 - 2012-08-1
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F i g u re S 4 D Network 3 : Input_SharedExpr+SSBP3i - 2013-05-17 03:14 PM : Input_SharedExpr+SSBP3i bt : Input_SharedExpr+SSBP3i - 2013-05-17
03:14 PM
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Figure S5
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