Page 31 of 36

Supplementary Figure 1. Dot plot presenting the significant correlation between the
immunohistochemical score and the percentage of cells with three or more copies of the PHIP locus in
primary melanoma (P < 0.0001, linear regression analysis).
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Supplementary Table 1. FISH results as counts of signals from BAC clones mapping the PHIP
locus and the flanking centromeric region of chromosome 6

IHC
PHIP Mean copy Mean copy % of cells with three % of cells with three
Case  score number of PHIP  number of Chr6 Ratio or more copies of PHIP  or more copies of Chr 6
1 0 20 + 00 20 £+ 00 1.0 0.0 0.0
2 0 23 = 07 23 = 07 1.0 16.1 12.9
3 0 21 = 07 21 £ 06 1.0 10.0 6.7
4 0 19 + 03 19 + 03 1.0 0.0 0.0
5 0 18 + 04 19 + 03 1.0 0.0 0.0
6 0 28 + 12 ND ND 45.0 ND
7 0 22 = 07 20 + 06 11 10.0 10.0
8 0 20 + 04 18 + 06 11 5.0 5.0
9 0 34 + 15 33 £ 13 11 66.7 63.3
10 0 20 + 06 19 + 06 1.0 6.7 6.7
11 0 20 + 06 20 + 06 1.0 6.7 6.7
12 1 19 + 03 19 + 03 1.0 0.0 0.0
13 1 28 + 15 28 + 14 1.0 40.0 36.7
14 1 41 + 21 36 + 16 11 63.3 73.3
15 1 28 + 09 26 + 09 11 50.0 35.0
16 1 22 + 08 20 £ 06 11 20.0 10.0
17 1 31 £ 10 28 + 09 11 63.3 60.0
18 1 24 + 11 25 + 11 1.0 385 38,5
19 1 29 + 10 28 + 09 1.0 56.7 60.0
20 1 29 + 10 30 + 09 1.0 53.3 63.3
21 1 27 + 10 25 + 10 11 323 32.3
22 1 21 + 06 22 + 05 1.0 15.0 10.0
23 1 28 + 09 25 + 038 11 50.0 46.7
24 1 20 + 06 19 + 04 1.0 9.7 3.2
25 1 21 = 07 20 £+ 07 1.0 16.7 10.0
26 1 28 + 12 32 + 17 0.9 43.8 46.9
27 1 18 + 05 19 + 03 1.0 3.3 0.0
28 1 20 + 05 20 + 06 1.0 10.0 10.0
29 1 21 + 06 20 £ 07 1.0 10.0 10.0
30 1 19 + 04 19 + 04 1.0 3.3 3.3
31 1 26 + 37 19 + 03 14 3.3 0.0
32 1 20 + 06 21 + 05 0.9 10.0 13.3
33 1 33 + 15 32 + 13 1.0 60.0 60.0
34 1 23 = 10 22 £ 09 11 233 16.7
35 1 20 + 07 20 + 05 1.0 10.0 6.7
36 1 20 + 07 21 £ 06 1.0 13.3 10.0
37 1 20 + 05 20 + 06 1.0 6.7 6.7
38 1 20 + 06 19 + 05 1.0 6.7 33
39 1 23 + 038 22 + 038 1.0 333 26.7
40 1 21 + 07 20 £+ 06 11 10.0 10.0
41 1 22 + 07 24 £ 09 0.9 233 26.7
42 1 23 + 13 24 + 13 1.0 16.7 23.3
43 1 19 + 05 20 £ 05 0.9 5.0 10.0
44 1 18 + 04 19 + 03 0.9 0.0 0.0
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