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Supplementary Figure S2 Off-targets analysis in VWF mutant pigs. (a) Based on the prediction
method, the potential off-target sites of sgRNA-vWF are indicated, and PAM site is shown in red
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bold letter. (b) T7EI analysis of two potential off-target sites in all the 11 mutant piglets, and no
off-target cleavage was detected. (c) Sanger sequencing of 10 randomly selected off-target sites in

three biallelic mutant pigs.





