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Supplemental Figure 1. Reweighted Phi-Psi free energy maps (in kcal/mol) for alanine dipeptide
calculated from total energy boost aMD simulations of length A) 25 ns, B) 50 ns, C) 75 ns, and D) 100 ns.
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Supplemental Figure 2. Reweighted Phi-Psi free energy maps (in kcal/mol) for alanine dipeptide
calculated from dihedral energy boost aMD simulations of length A) 25 ns, B) 50 ns, C) 75 ns, and D)
100 ns.



