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Figure S22 (A) BAYESCAN Bayes factor for the CEPH dataset analyses, along
chromosome 2. The alleles -13910T and -22018A associated with lactase persistence
are indicated in red. (B) Joint distribution of BAYESCAN Bayes factor and the
Kullback-Leibler divergence (KLD) measure for all loci in the dataset. Markers in
green have KLD > 3.924, which corresponds to the 99.9%-quantile of the of the KLD
distribution from the pod analysis; markers in blue have KLD > 2.772, which
corresponds to the 99.5%-quantile of the of the KLD distribution from the pod
analysis; markers in red have KLD = 2.324, which corresponds to the 99%-quantile of
the of the KLD distribution from the pod analysis. (C) Joint distribution Fst and
BAYESCAN Bayes factor for all loci in the dataset.

R. Vitalis et al. 23Sl



