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Figure	   S1:	   Transcriptional	  profiles	  of	  BAF	   subunits	   in	   the	   tissues	  of	  adult	   animals.	   The	  

quantitative	  mRNA	   expression	   pattern	   of	   Baf47,	   53a,	   57,	   60b,	   155,	   180,	   200,	   250a/b,	  

Brg1	  &	  Brm	  was	  each	  higher	   in	  ovary	  compare	  to	  brain,	  heart	  and	  kidney.	  Baf60c	  was	  

highly	   expressed	   in	   brain	   compared	   to	   ovary,	   heart	   and	   kidney.	   Baf170	   expression	   is	  

similar	  in	  ovary	  &	  brain	  and	  elevated	  than	  heart	  and	  kidney	  at	  the	  age	  of	  2	  –months	  old	  

animal.	  

Figure	   S2:	   Summary	   of	   numbers	   of	   for	   common	   and	   tissue	   specific	   proteins	   that	   co-‐

purified	  with	  Brg1	  in	  primitive	  heart,	  head	  and	  trunk	  of	  E8.5	  mouse	  embryo.	  Schematic	  

shows	   affinity	   purification	   of	   BRG1	   complex	   and	  mass	   spectrometry	   analysis.	   Distinct	  

cardiac	   enriched	   SWI/SNF	   complexes	   exist	   in	   the	   developing	   heart	   at	   E8.5	   mouse	  

embryo.	  

Figure	   S3:	   Baf250a	   is	   required	   for	   heart	   development.	   Spatial-‐temporal	   expression	  

analysis	   shows	   distribution	   of	   BAF250a	   during	   early	   development.	   (A,	   C-‐G)	   Baf250a	  

mRNA	   and	   (B)	   protein	   expression	   were	   obtained	   from	   whole	   mount	   RNA	   in-‐situ	  

hybridization	   and	   immunostaining	   at	   indicated	   developmental	   stages.	   (A,	   B)	   Strong	  

Baf250a	   expression	   in	   cardiac	   crescent	   at	   the	   late	   gastrula	   stage	   E7.5,	   (C)	   diffuse	  

expression	   in	  E8.0	  heart	  and	  head	  and	   (d-‐g)	   Intense	  Baf250a	  staining	   in	   the	  heart	  and	  

head	  of	   E8.5-‐E9.5	  embryos;	   frontal	   and	   lateral	   view.	   (H-‐K),	   Serial	   sections	  of	  BAF250a	  

anti-‐sense	  mRNA	  probe	  stained	  embryos;	  Magnifications:	  40X	  (H,	  I),	  20X	  (J,	  K).	  Baf250a	  

RNA	   staining	   occurred	   in	   endocardial	   cells	   (EC),	   cardiac	   jelly	   (CJ),	   neural	   ectoderm,	  



somites,	  dorsal	  aorta,	  vetelline	  vein	  (VV),	  cephalic	  mesenchyme	  (CM),	  myocardium	  (M),	  

fore	  gut	  (FG)	  	  

Figure	  S4:	  Spatial	  localization	  of	  BAF	  subunits	  in	  the	  E8.5	  mouse	  embryo.	  (A,	  D,	  G,	  J,	  M)	  

(A),	   BAF250a	   (B),	   BRG1	   (E),	   BAF155	   (H),	   BAF170	   (K)	   BAF53a	   and	   (N)	   BAF47	  

immunostaining	   occurred	   in	   nuclei	   of	   heart,	   dorsal	   aorta,	   neural	   ectoderm,	   optical	  

vesicle	   and	   head	   mesenchyme.	   (C)	  Merged	   images	   of	   BRG1	   and	   BAF250a	   show	   co-‐

localization	   in	   whole	   embryo;	   neural	   ectoderm,	   head	  mesenchyme,	   gut,	   somites	   and	  

heart;	  myocardial	   cells,	   endocardial	   tube,	   dorsal	   aorta.	   	   (F,	   I)	   BAF155	  and	  BAF170	   co-‐

localized	  with	  BAF250a	   in	  nuclei	  of	  dorsal	  aorta	  and	  vetelline	  vein.	   (L,	  O)	  BAF53a,	  and	  

BAF47	   co-‐localized	  with	   BAF250a	   in	   head	  mesenchyme,	   optical	   vesicle	   and	   somite	   of	  

early	  embryo.	  Magnification:	  2X.	  1:	  future	  brain,	  2:	  dorsal	  aorta,	  3:	  optic	  vesicle,	  4:	  atria,	  

5:	  endocardial	   tube,	  6:	   future	  spinal	  cord,	  7:	   somite,	  8:	  gut,	  9:	  head	  mesenchyme,	  10:	  

cardiac	  jelly,	  11:	  ventricle	  

Figure	  S5:	  Co-‐immunostaining	  of	  BAF250a	  and	  cardiac	  specific	  proteins	  was	  analyzed	  in	  

frontal	   sections	   of	   E8.5	   wild	   type	   (WT)	   mouse	   embryo.	   Immunostaining	   and	   co-‐

localization	  analysis	  of	   the	  BAF250a	  (green)	  and	  Myocardin	   (red)	  was	  detected	   in	  E7.5	  

embryos.	   (A)	   At	   E7.5,	   BAF250a	   expressed	   in	   whole	   embryo	   with	   distinct	   pattern.	   (B)	  

Immunostaining	   of	   myocardin	   occurred	   in	   cardiac	   crescent	   and	   notochord	   in	   E7.5	  

embryos.	   (C)	   BAF250a	   and	  Myocardin	  were	   co-‐localized	   in	   cardiac	   crescent.	   (D,	   E)	   At	  

E8.5,	  BAF250a	  and	  Myocardin	  expression	  appeared	  at	   the	  myocardium,	  endocardium,	  

dorsal	  aorta	  and	  mesenchymal	  tissues.	  F,	  BAF250a	  and	  Myocardin	  were	  co-‐localized	  in	  



myocardium.	   (H,	   K)	   cTnT	   and	   Myl3	   expression	   restricted	   to	   the	   myocardium.	   (I,	   L)	  

BAF250a,	  cTnT	  &	  Myl3	  were	  co-‐localized	  in	  the	  myocardium.	  	  	  	  	  	  	  	  	  	  

Figure	   S6:	  BAF	   subunits	   associate	  with	   BAF250a	   in	   P19	   cells	   and	   in	   developing	   heart.	  

Immunoprecipitation	   using	   antibodies	   against	   BAF250a	   or	   IgG	   in	   P19	   cells	   and	   E9.5	  

hearts	  followed	  by	  probing	  with	  the	  BAFs	  antibodies	  indicated	  on	  the	  left.	  

Figure	   S7:	   Protein	   knockdown	   assessment	   of	   BAF	   subunits	   in	   P19	   cells.	  Western	   blot	  

analysis	  evaluated	  the	  extent	  of	  protein	  knockdown	  of	  BAF	  subunits	  upon	  introduction	  

of	  (A)	  BAF250a,	  (B)	  BRG1,	  (C)	  BAF155	  (D)	  BAF53a	  and	  CHD4	  siRNA.	  Antibodies	  specific	  

for	  indicated	  BAF	  proteins	  and	  CHD4	  determined	  their	  relative	  levels	  of	  expression.	  

Figure	   S8:	   Evaluation	   of	   BAF250a	   inhibition	   in	   DMSO	   induced	   differentiated	  

cardiomyocytes	   transfected	   with	   Baf250a	   &	   non-‐target	   control	   siRNA.	   Western	   blot	  

analysis	   using	   antibodies	   specific	   for	   indicated	   BAF	   protein	   subunits	   determined	   their	  

relative	  levels.	  Protein	  levels	  were	  normalized	  to	  β-‐Actin.	  

Supplementary	  Table	  1:	  Endogenous	  Brg1	  associated	  subunits	  in	  P19	  cell;	  an	  embryonal	  

carcinoma	  cell	  line.	  Summary	  of	  BRG1	  associated	  factors	  (BAF)	  peptides	  co-‐purified	  with	  

Brg1	  &	  Baf250a	  in	  P19	  cells	  identified	  by	  mass	  spectrometry.	  

	  






















