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Supplementary figure 1: Predicted profile of RACE-Seq products generated by siRNA experiments. siRNA-directed, RISC-mediated

cleavage of a targeted RNA is expected to yield a single novel 5’ end opposite positions 10-11 from the 5’ end of siRNA antisense strand (black
triangle). However, given the sensitivity of NGS, degradation products on account of 5’ to 3° RNA exonuclase activity (horizontal arrow) could
be expected yielding additional novel 5° ends. The compound profile would thus appear as novel 5’ ends of descending frequency heading away

from the RISC cleavage point towards the 3’ end of the target RNA, or 5’ end of the siRNA antisense strand.



