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Assessment of bl integrin activation and surface integrin expression in HUVECs
Cells were stained and data were acquired as described in Methods. Data analysis was performed using FlowJo software.
A plot of forward scatter (FSC-A) vs. side scatter (SCA-A) was prepared and the gate G1 was drawn around the live cell
population based on its homogenous size and granularity; debris and dead cells that scatter differently were excluded.
The same G1 gate was set for each condition within an experiment, then frequency histograms for G1 were plotted
showing FN9-11 binding or integrin expression (b1, aVb3 or avb5) within the G1 gate. Activation index was calculated
using geometric mean fluorescence intensity (GMFI) as : (Native - EDTA) / b1 Integrin expression.












