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Supplementary materials 

 

 

 

Supplementary Figure 1. Summarized scheme for hot alkaline DNA extraction 
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Supplementary Figure 2. Microbial cells found in residue of sediment sample of 2H-2 after DNA 

extraction with a commercial kit. Microbial cells are indicated by white arrows. 
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Supplementary Fig. 3. Characterization of extracted bacterial DNA 

(A) Phylogenetic composition of bacterial 16S rRNA genes as determined by pyrosequencing of extracted DNAs. 

(B) Bacterial diversity estimated by Chao 1 species richness and Shannon-Wiener (H’) indices calculated using 

pyrosequence data with a similarity cut-off of 97%, and (C) 99%. 
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   Microbial cell abundance (cells cm-3)   

 Directly suspended 4.43 ± 1.72 × 107   

 ASW wash 1h 4.24 ± 1.79 × 107   

       

 

 

 



 5 

 

 S
u

p
p

le
m

en
ta

ry
 T

ab
le

 2
. 

S
u

m
m

ar
y

 o
f 

p
y

ro
se

q
u
en

ce
 d

at
a

9
7
%

9
9
%

9
7
%

9
9
%

k
it

1
7
0
5
1

5
9
0
0

1
9
8
0
5

6
.8

7
8

.2
1

h
o

t-
al

k
al

in
e

2
0
8
9
9

5
3
9
0

2
3
0
3
6

7
.1

9
8

.7
8

k
it

1
0
3
6
8

8
6
1

4
3
5
3

4
.9

7
6

.9
0

h
o

t-
al

k
al

in
e

1
0
3
4
5

1
1
1
2

1
1
0
6
3

5
.7

9
8

.0
3

k
it

1
6
3
5
9

3
9
5
1

1
6
2
0
0

6
.3

9
7

.8
1

h
o

t-
al

k
al

in
e

1
8
2
2
3

3
6
0
8

1
6
2
8
9

6
.6

2
8

.2
3

k
it

1
4
1
7
1

7
0
3

4
1
1
4

5
.1

0
6

.9
5

h
o

t-
al

k
al

in
e

8
7
2
8

8
1
9

8
2
2
4

5
.4

8
7

.6
5

k
it

1
5
1
2
6

2
8
6
0

1
2
4
0
3

6
.1

1
7

.6
2

h
o

t-
al

k
al

in
e

1
6
9
0
4

1
8
8
9

1
0
8
6
7

5
.7

2
7

.5
5

k
it

1
2
7
2
4

2
8
0

2
2
8
6

3
.8

9
5

.8
0

h
o

t-
al

k
al

in
e

1
1
2
1
5

1
8
7

3
5
0
7

3
.1

6
5

.9
6

k
it

1
8
5
8
7

1
8
8
3

1
0
5
8
0

5
.2

7
6

.9
9

h
o

t-
al

k
al

in
e

2
1
0
8
6

1
6
2
4

9
5
9
2

5
.1

2
6

.8
9

k
it

1
0
4
3
9

2
2
5

1
4
5
8

3
.4

0
5

.2
1

h
o

t-
al

k
al

in
e

8
7
8
9

5
3
5

4
5
5
2

4
.1

0
6

.5
9

k
it

2
9
4
1
4

1
4
0
1

5
3
0
9

5
.2

8
6

.3
1

h
o

t-
al

k
al

in
e

1
9
7
5
0

1
7
9
5

9
8
9
5

5
.5

2
7

.2
5

k
it

1
6
3
5
0

1
6
8

1
3
3
1

3
.3

2
4

.7
8

h
o

t-
al

k
al

in
e

6
9
9
7

4
1
7

4
2
8
4

4
.2

3
6

.7
9

k
it

2
7
2
7
0

1
2
0
9

4
6
7
7

5
.1

4
6

.2
7

h
o

t-
al

k
al

in
e

1
5
9
8
5

1
6
2
5

9
7
0
2

5
.7

0
7

.6
7

k
it

1
3
9
1
9

1
8
7

1
1
8
2

3
.0

5
4

.8
8

h
o

t-
al

k
al

in
e

1
1
7
3
1

2
5
9

4
0
2
9

3
.8

5
6

.5
5

A
rc

h
ae

a

A
rc

h
ae

a

A
rc

h
ae

a

A
rc

h
ae

a

A
rc

h
ae

a

C
0
0
0
8
A

3
H

-6

C
h
ik

y
u
 s

h
ak

ed
o

w
n

 c
ru

is
e

C
K

0
6

-0
6

A
rc

h
ae

a

9
.5

3
5

.4

8
4

.0

1
7

7
.4

3
6

4
.0

2
2

.0

E
xp

ed
it
io

n
D

ri
lll

in
g 

si
te

C
o
re

D
ep

th
 (

m
b
sf

)

In
te

gr
at

ed
 O

ce
an

 D
ri

lli
n

g

P
ro

gr
am

 E
xp

ed
it
io

n
 3

1
6

2
H

-2

5
H

-1

1
0
H

-1

2
0
H

-3

B
ac

te
ri

a

B
ac

te
ri

a

B
ac

te
ri

a

B
ac

te
ri

a

B
ac

te
ri

a

B
ac

te
ri

a

4
0
H

-1
0

C
9
0
0
1
C

C
h
ao

 1
 e

st
im

et
es

D
N

A
 e

xt
ra

ct
io

n
 m

et
h

o
d

N
u

m
b

er
 o

f 
se

q
u
en

ce
 r

ea
d

s 
fo

r

b
ac

te
ri

a

S
h

an
n

o
n

 i
n

d
ex


