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Figure 7. Structure of the L1705I/V1967I double mutant. (A). The structure of the dimer

of the L1705I/V1967I mutant protein. (B). Structural overlay of the wild-type (in

magenta) and the L1705I/V1967I mutant CT domains (in cyan and green for the two

monomers) near the active site. (C). Molecular surface near the active site region of the

L1705I/V1967I double mutant. The CoA molecule is shown for reference.


