Supplemental Information (compiled Word file)

Supplemental figure legends

Figure S1. Methionine 142 of human MAVS is conserved among primates and other
higher mammals
Related to Figure 1
Figure S1 shows an alignment of the region surrounding methionine 142 of human
MAVS to several other species. Methionine 142 is highlighted in bold and

conserved amino acids are highlighted with an asterisk.

Figure S2. miniMAVS inhibits FL MAVS-dependent interferon production over time and
interacts with TRAF6

Related to Figure 4
Figure S2 A shows the level of FL and miniMAVS in 293T cells following SeV
infection. Figure S2B and C demonstrate the MAVS dependent antiviral response
by STAT1 phosphorylation following transient expression of several MAVS
constructs. Cell lysates were probed for pSTATL, actin, and MAVS. Figure S2D
shows FL MAVS oligomerization following SeV infection. Crude mitochondrial
extracts were separated by sucrose gradient centrifugation and probed for MAVS.
Figure S2E shows co-immunoprecipitation of TRAF6 and miniMAVS. HA-TRAF6
and 3xFlag-miniMAVS were expressed in 293T cells and isolated with Flag
specific affinity gel.

Figure S3. Ribosomal profiling identifies truncation variants of antiviral genes

Related to Figure 6
Figure S3 shows the pattern of ribosome initiation and elongation for several
transcripts involved in antiviral immunity; IFIH1 (MDADS) (A), MX2 (B), IFITM2 (C),
TRIM25 (D), DDX58 (RIG-I) (E), TMEM173 (STING) (F). The reading frames
detected by harringtonine treatment are shown below each profile. Canonical
reading frames are in grey, truncations in green, uORFs in red, internal out-of-
frames in orange. These data highlight the idea that polycistronic messages may

be more prevalent than previously appreciated.

Table S1. Start sites within the MAVS transcript vary in strength

Related to Figure 3
Table S1 lists the start sites at each ORF on the MAVS transcript. The strength of
each start site was determined by adherence to the Kozak consensus sequence.

Start sites with a purine at position -3 and a guanine at position +4 are considered



strong. Start sites with one of the above properties are considered medium, and
those lacking both are considered weak.

Table S2. Genome-wide ribosomal profiling identifies active start sites

Related to Figure 6
Table S2 is a list of all the start sites that were identified in our ribosomal profiling
study. The table includes transcript ID, start site location, and the classification of the
predicted product.

Supplemental Procedures

None.

Supplemental References

None
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Supplemental Figure 2
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Supplemental Figure 3

- +CHX
100 —
(] _
k-]
o _
0
T o
0— .
100 — +Harr
) _
k-1
[} —
5]
o B m.d. TR O T T luhd‘ L |I||\ w“ Lkdind bl i tibit s m
] |
1 I
[ ] [ |
500 nt
IFIH1
+CHX
»n 1000 —
k-]
[} —
2 L Lttt st bl v sl
o [0 J——— et e e
® _
§ 2000 — +Harr
N ,

IFITM2 100 nt

m

100 — +CHX

200 — u

Reads
|

+Harr

Reads
|

DDX58 “s500mt

Figure S3

200 —
[/}
S - +CHX
o 100 —
m —
ol odivibobbd il
» 200 — +Harr
8 _
g 100 :ﬂh L
0 — ™ | i J. AL Jal L ad
- |
Mx2 500 nt
m 200 — +CHX
®
& - m Ammm
0—- il Mmﬂmmmu
o 400~ +Harr
8 200 -
o
0 — o - - N U e A e -
500 nt
I
TRIM25
% 100 —
o +CHX
E 0 — ._me_k.‘._.L.“Lthmem.m Aot i i
» 200 —
S 100 _ L +Harr
]
oc 0 —- .LL N T T O OO

TMEM173 200 nt


http://www.editorialmanager.com/cell/download.aspx?id=1053549&guid=29d0f5f7-9621-4c68-a82c-9b03f9e5cb15&scheme=1



