Figure S6

WT

Pop7 201

s2c1

s1c1

Pop3 210

WT

1

Pop3 210 1
Pop7 201 1

sict
s2c1

1
1

114
114
114
114
114

227
227
227
227
227

340
340
340
340
340

453
453
453
453
453

566
566
566
566
566

102 210 280

Zn

Zn

Zn

Zn

Zn

20SI

C. Payenetal.

657



Figure S6. SGF73 mutations identified in four independent sulfate-limited evolutions. TOP: Diagrammatic
representation of the Sgf73 protein. Boxes show protein domains. Residue numbering for the domains is shown
above the protein. The extents of recovered truncations are shown by dashed lines with the last included amino acid
indicated by the residue number. BOTTOM: ClustalW multiple alignment of Sgf73 sequences from a wildtype strain

and four evolved strains carrying truncation mutations in SGF73.
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