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Figure S3 BRD7/9 Phylogeny. Phylogenetic tree constructed with sequences listed in File S1 using maximum
parsimony; bootstrap values are indicated (n=100). Similar results were obtained with maximum likelihood. Sequence
names indicate the sequence was more similar to human BRD7 (7) or BRD9 (9). Gnathostomes contain distinct BRD7
and BRD9 clades, while Arthropods and Nematodes contain a single BRD7/9 clade.
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