
Figure S2

A
** *** * *** **

MDA–MB–468

**
tiv

e 
m

R
N

A
 le

ve
ls

shLuc

shUTX–6

shUTX–8
0 4

0.6

0.8

1.4

1.0

***
1.2

*** ** *** *****
R

el
at

0

0.2

0.4

B
***

el
s

1.4
*

**

1 2
*

**

*

**

***

***

MDA–MB–468

*

** *

R
el

at
iv

e 
m

R
N

A
 le

ve

shLuc

shMLL4–15

shMLL4–18

0.2

0.4

0.6

0.8

1.0

1.2

0


