KanMX4 sequence used in serial or block PCR method

UP TAG PRIMER (70 bp)
Gene seq.-UPtag-AATCGAACGGAGCAGGGG
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NEESERRRNNRNERREN BstXI
TTAGCTTGCCTCGTCCCCGCCGGGTCACCCGGCCAGCGACATGGAGGCCCAGAATACCCT
————————— T T Tttt ML

————————— e e e
PstI
AAGCAAAAATTACGGCTCCTCGCTGCAGACCTGCGAGCAGGGAAACGCTCCCCTCACAGA
————————— B e st e e e
TTTGCGAGGGGAGTGTCT
cp-N1
CGCGTTGAATTGTCCCCACGCCGCGCCCCTGTAGAGAAATATAAAAGGTTAGGATTTGCC
————————— B st Rttt e
GC
Dral
ACTGAGGTTCTTCTTTCATATACTTCCTTTTAAAATCTTGCTAGGATACAGTTCTCACAT
————————— e i it ettt Hetetntententesentefeets sheetefoetententenenetuts o
GAACGATCCTATGTCAAGAGTGTA
cp-N10
NcoI

M G K E K T H VvV S R P R L
CACATCCGAACATAAACAACCATGGGTAAGGAAAAGACTCACGTTTCGAGGCCGCGATTA

Nrul
N S N M D A D L Y G Y K W A R D N V G
AATTCCAACATGGATGCTGATTTATATGGGTATAAATGGGCTCGCGATAATGTCGGGCAA

ClaTl
s 6 A T I Y R L Y G K P D A P E L F L K
TCAGGTGCGACAATCTATCGATTGTATGGGAAGCCCGATGCGCCAGAGTTGTTTCTGAAA

H 6 K G s v A NDV TDE MV R L N W L
CATGGCAAAGGTAGCGTTGCCAATGATGTTACAGATGAGATGGTCAGACTAAACTGGCTG

T & P M P L P T I K H F I R T P D D A W
ACGGAATTTATGCCTCTTCCGACCATCAAGCATTTTATCCGTACTCCTGATGATGCATGG

EcoNT
L L T T A I P G K T A F Q V L E E Y P D
TTACTCACCACTGCGATCCCCGGCAAAACAGCATTCCAGGTATTAGAAGAATATCCTGAT

s G E N I VDAL A V F L R R L H S I P
TCAGGTGAAAATATTGTTGATGCGCTGGCAGTGTTCCTGCGCCGGTTGCATTCGATTCCT

Pvul
v C N C P F N S DR V F R L A Q A Q S R
GTTTGTAATTGTCCTTTTAACAGCGATCGCGTATTTCGTCTCGCTCAGGCGCAATCACGA



M N N G L V D A S D F D D E R N G W P V
841 ATGAATAACGGTTTGGTTGATGCGAGTGATTTTGATGACGAGCGTAATGGCTGGCCTGTT

————————— o et ——_+
ACTAAAACTACTGCTCGCATTACCGACCGGACAA
cp-Cl
HindIIT

E Q VW K EMH K L L P F S P D S V V T
901 GAACAAGTCTGGAAAGAAATGCATAAGCTTTTGCCATTCTCACCGGATTCAGTCGTCACT

CTTGTTCAGACCT
cp-C3

i 66 D F S L DN L I F D E G K L I G C I
961 CATGGTGATTTCTCACTTGATAACCTTATTTTTGACGAGGGGAAATTAATAGGTTGTATT

PfIMI
p v 6 R Vv G I A DURY Q D L A I L W N C
1021 GATGTTGGACGAGTCGGAATCGCAGACCGATACCAGGATCTTGCCATCCTATGGAACTGC

L G E F S P S L Q K R L F QQ K Y G I D N
1081 CTCGGTGAGTTTTCTCCTTCATTACAGAAACGGCTTTTTCAAAAATATGGTATTGATAAT

Scal
P DMN K L Q FH L ML D E F F *
1141 CCTGATATGAATAAATTGCAGTTTCATTTGATGCTCGATGAGTTTTTCTAATCAGTACTG

1201 ACAATAAAAAGATTCTTGTTTTCAAGAACTTGTCATTTGTATAGTTTTTTTATATTGTAG

1261 TTGTTCTATTTTAATCAAATGTTAGCGTGATTTATATTTTTTTTCGCCTCGACATCATCT

1321 GCCCAGATGCGAAGTTAAGTGCGCAGAAAGTAATATCATGCGTCAATCGTATGTGAATGC

1381 TGGTCGCTATACTGCTGTCGATTCGATACTAACGCCGCCATCCAGTGTCGAAA 1433

e
GCGGTAGGTCACAGCTTT-DNtag-Gene seq.
DOWN TAG PRIMER (70 bp)
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sequence used in gene synthesis method

BstXI
GCCGGGTCACCCGGCCAGCGACATGGAGGCCCAGAATACCCTCCTTGACAGTCTTGACGT
————————— Rt e e it

————————— Bt e e e
PstI

CTCGCTGCAGACCTGCGAGCAGGGAAACGCTCCCCTCACAGACGCGTTGAATTGTCCCCA
————————— Rl Dy ettt e e

TTTGCGAGGGGAGTGTCTGC

cp-N1
CGCCGCGCCCCTGTAGAGAAATATAAAAGGTTAGGATTTGCCACTGAGGTTCTTCTTTCA
————————— st e At ety sl bbbl
Dral

TATACTTCCTTTTAAAATCTTGCTAGGATACAGTTCTCACATCACATCCGAACATAAACA
————————— B e e e ittt &

GAACGATCCTATGTCAAGAGTGTAG

cp-N10

NcoI
M G K E K T H v S R P R L N S N M D A
ACCATGGGTAAGGAAAAGACTCACGTTTCGAGGCCGCGATTAAATTCCAACATGGATGCT

Nrul
D L ¥ G Y K W A R DNV G QQ S G A T I Y
GATTTATATGGGTATAAATGGGCTCGCGATAATGTCGGGCAATCAGGTGCGACAATCTAT

ClaI
R L vy G K p DA P E L F L K H G K G s V
CGATTGTATGGGAAGCCCGATGCGCCAGAGTTGTTTCTGAAACATGGCAAAGGTAGCGTT

AN DV T D EMV R L N W L T E F M P L
GCCAATGATGTTACAGATGAGATGGTCAGACTAAACTGGCTGACGGAATTTATGCCTCTT

p T I K H F I R T P D D A W L L T T A I
CCGACCATCAAGCATTTTATCCGTACTCCTGATGATGCATGGTTACTCACCACTGCGATC

EcoNI SspI
P G K T A F 0 VvV L E E Y P D S G E N I V
CCCGGCAAAACAGCATTCCAGGTATTAGAAGAATATCCTGATTCAGGTGAAAATATTGTT

b AL AV F L R R L H S I P V C N C P F
GATGCGCTGGCAGTGTTCCTGCGCCGGTTGCATTCGATTCCTGTTTGTAATTGTCCTTTT

Pvul
N S D RV F R L A Q A Q S R M N N G L V
AACAGCGATCGCGTATTTCGTCTCGCTCAGGCGCAATCACGAATGAATAACGGTTTGGTT



841

901

961

1021

1081

1141

1201

1261
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p A S D F D D EU RN G W P V E Q V W K E
GATGCGAGTGATTTTGATGACGAGCGTAATGGCTGGCCTGTTGAACAAGTCTGGAAAGAA

————————— B ettt ety ettt enteetenertents ettt S e
ACTAAAACTACTGCTCGCATTACCGACCGGACAACTTGTTCAGACCT
cp-Cl cp-C3
HindIIT

M H K L L p F S P D S V VvV T H G D F S L
ATGCATAAGCTTTTGCCATTCTCACCGGATTCAGTCGTCACTCATGGTGATTTCTCACTT

p N L I F D E G K L I G ¢C I D V G R V G
GATAACCTTATTTTTGACGAGGGGAAATTAATAGGTTGTATTGATGTTGGACGAGTCGGA

pfI1IMIT
I A DR Y QDL A I L W N C L G E F S P
ATCGCAGACCGATACCAGGATCTTGCCATCCTATGGAACTGCCTCGGTGAGTTTTCTCCT

s L ¢ K R L F 9 K Y G I DN P D M N K L
TCATTACAGAAACGGCTTTTTCAAAAATATGGTATTGATAATCCTGATATGAATAAATTG

Scal
Q F H L M L D E F F *
CAGTTTCATTTGATGCTCGATGAGTTTTTCTAATCAGTACTGACAATAAAAAGATTCTTG
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