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Supplemental Table 1. Table showing frequencies of occurrence of heptamer 

sequences in the promoters of the 81 genes misregulated in sfr6 mutants, and 

probabilities of occurrence relative to whole genome. Ten motifs used to produce 

consensus for CRT/DRE (Figure 3) are denoted by superscript ”a”, and single EE-like 

motif by superscript “b”.  

Motif 

Observed  

occurrence 

Expected 

 occurrence 

Occurrence 

 probability 

gaccgac
a 

16 1.19 2.5x10
-13

 

atgtcgg
a
 19 2.18 2.7x10

-12
 

aaatatc
b
 60 23.68 2.9x10

-10
 

cttcttc
 

25 5.75 2.6x10
-9

 

agaagaa 42 14.63 4.1x10
-9

 

gccgaca
a
 12 1.22 7.1x10

-9
 

accgaca
a
 16 2.48 9.6x10

-9
 

cgacatc
a
 14 1.85 1.1x10

-8
 

gtcggta
a
 13 1.67 2.7x10

-8
 

gtcggca 10 1.03 1.5x10
-7

 

agccgac 10 1.11 3.0x10
-7

 

acacgtg 15 3.18 1.4x10
-6

 

aataatg 38 16.26 2.9x10
-6

 

gccgacc 7 0.62 4.1x10
-6

 

aagaaga 37 15.87 4.1x10
-6

 

accgact
a
 11 1.87 4.4x10

-6
 

cacgtgg 11 1.88 4.6x10
-6

 

aggtcgg
a
 8 0.95 7.1x10

-6
 

aactgat 17 4.61 7.1x10
-6

 

aagaaaa 82 48.74 8.5x10
-6

 

acgtggc 10 1.66 9.5x10
-6

 

agaggaa 18 5.26 1.1x10
-5

 

acgtcgg
a
 8 1.1 2.0x10

-5
 

cgtggca 9 1.45 2.1x10
-5

 

cacacac 15 4.22 3.6x10
-5

 

attatta
c
 49 26.11 4.1x10

-5
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Supplemental Table 2. Table showing frequencies of occurrence of heptamer sequences in 

the promoters of the 81 genes not misregulated in sfr6 mutants, and probabilities of 

occurrence relative to whole genome. 

 

Motif 
Observed 

occurrences 
Expected 

occurrences 
Occurrence 
probability 

aggccca 24 2.27 6.4x10
-17

 

ggcccaa 24 3.66 1.6x10
-12

 

aacccta 24 3.9 5.7x10
-12

 

aagccca 27 5.1 8.8x10
-12

 

cttcttc 26 5.9 9.6x10
-10

 

agcccat 20 3.56 1.5x10
-9

 

accctaa 19 3.72 1.7x10
-8

 

agaagaa 38 13.37 2.8x10
-8

 

atgggcc 15 2.5 6.9x10
-8

 

gggccta 12 1.53 8.3x10
-8

 

aaaccct 23 6.53 4.2x10
-7

 

aaacaaa 82 45.06 4.9x10
-7

 

attgggc 17 4.04 1.3x10
-6

 

ccctaaa 19 5.06 1.6x10
-6

 

acacgcg 9 1.06 1.8x10
-6

 

accctag 10 1.6 7.1x10
-6

 

aatgggc 15 3.81 1.1x10
-5

 

aaagccc 18 5.67 2.8x10
-5

 

agcccaa 17 5.23 3.4x10
-5

 

aagaaga 32 14.75 6.7x10
-5

 

taattaa 41 21.35 1.0x10
-4

 

gcccata 12 3.18 1.2x10
-4

 

aacaaaa 72 45.06 1.3x10
-4
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Supplemental Table 3 Oligonucleotides used in this study.

Primers for cloning
Gene forward primer reverse primer
CBF1 CCTCTAGAGGTACCATGAACTCATTTTCAGCTTT GGCTCGAGGTAACTCCAAAGCGACACGT

Primers for real time qRT-PCR detection of transcripts
Gene AGI code forward primer reverse primer
PEX4 At5g25760 TCATAGCATTGATGGCTCATCCT ACCCTCTCACATCACCAGATCTTAG
KIN2 At5g15970 CAACAGGCGGGAAAGAGTAT CAACAACAAGTACGATGAGTACGA
GOLS3 At1g09350 CAAAGTTGTCCCTCCCACAC GAGCATGGCCAAGACAAGAT
At3g52740 At3g52740 GAAGCATCGGAGAGAGATCG AGCAGTACGTGCAGACGAGA
At1g20030 At1g20030 TTTCGCTCCCTGAAGAAGAA CCTTGACATAACTCCGGAGAAG
At1g68500 At1g68500 AGCTCTGTGTGGTTGCCTTT CGTCCCAAACAACATCATTG
At5g62360 At5g62360 AGCCATGCTCAAATTGGTTC TGGGTACGTTGTGAAAGTGC
At5g46710 At5g46710 CCATGAAACTTGCATTGAGC CGAGAACCCAAATCGAGAAA

ABF1 At1g49720 AATGAAAACCCATAATAGTGAGGTAA ATTGTCTTTTGGCCAGCAAT
SZF2 At2g40140 TCAAAAACCCCAACCACTTC TGCACCGCACATATCTCTTC
LTI78 At5g52310 GCACCCAGAAGAAGTTGAACA TCATGCTCATTGCTTTGTCC
COR15A At2g42540 CGTTGATCTACGCCGCTAAAG CTCACCATCTGCTAATGCC
DIN6 At3g47340 GGCCAAGAGAGTTCGTGTTC AGACGTTGATGGGCCAAGTA
BCAT2 At1g10070 CGCAAAACTCTGGTTCTACCTC GATGCAGCTTGTGCGTTGTA
SFR6 At4g04920 CGCTGAGAGATTCTGGTGGA TGAAACTATCCCATCCTCTGC
MED14 At3g04740 TAGCTTTGGTTCAGGCGTTT GGCCATAGTTGGTCAGGAGA
PFT1 At1g25540 GGAACGGAATGAGAATGGTG ATTGTTGGAAGCTGCTTTGG
MED2 (MED32) At1g11760 GCGACTAGTCTCCCTCCCATT CCATCGAACCGCTCTACTCATC
MED5a (MED33a; RFR1) At3g23590 GCCTTGCATGCCCATTGTA GGAAGTCAAACCAACGTTTCG
MED5b (MED33b; REF4) At2g48110 GCCCTGCATGCCTATTGTG TCGCTCCAGCGCTTCACT
MED8 At2g03070 AAAGTCAGATACCAGCACTTCAT CTGTCCTTGAGACATGCTATGC

Primers for ChIP
Gene/position AGI code forward primer reverse primer
GOLS3 pro At1g09350 TCGGTACGTCTTTTTCTTTTCA CTTGTAAGCCAAAATGCTCAA
KIN2 pro At5g15970 AAACGACACGTGATGTCTTGA TGCCACGTGTAATCTGAAACC
PEX4 pro At5g25760 CTCGCCGGATCAATTCTTAG TAAGGAAACGAAACCGGATG
TSI-A silent CTCGTGAGGGTTTGTGAGGT    AGTATAAGCGCCCACCCAGT
PEX4 Mid At5g25760 CTTGGACGCTTCAGTCTGTG GAACGCCCATGGTTACATTT
GOLS3 -500 At1g09350 TGCATATTTTTACCAAAACAAAAA ATTTTCTTCTTTTGTCCTAACGTC
GOLS3 TSS At1g09350 CCATAATCACGGCCTCAAAG TCATCTCAGGTGCCATCTTG
GOLS3 Stall At1g09350 GGAACCGGAGACTACGTGAA GCCTTGGTCCAATAGCTGTC
GOLS3 Mid At1g09350 TGGGGCAGCTACCACTATACA GAGCATGGCCAAGACAAGAT
GOLS3 End At1g09350 TTCACAGGAAACCGAAAACC ACAAGAACCTCGCTCGTCAG
GOLS3 3IGR At1g09350 TGCAATTGGTAAGTTCTTCATTTT TTTTAGAAGAGATTGTGTGTTGCAT
KIN2 -500 At5g15970 ATGAAAATACGGGAGGTTCG GTTGTTGCATATGCGTTTGG
KIN2 TSS At5g15970 GATTACACGTGGCACCACAC GGAAGGCATTCTTGTTGGTC
KIN2 Stall At5g15970 GCTGGCAAAGCTGAGGTACT CCATGGTCAACACAAAATCAA
KIN2 End At5g15970 AGTATATCGGATGCGGCAGT TCCCAAATTTTATTTGAAAATCC
KIN2 3IGR At5g15970 CGAAATCGTTGTGGTCAATG ACAATGACGCAGAGCAAACA

At3g52740 -500 At3g52740 AGTTGAGTTTGGTCACACAAAAA AACCTAAAATTCTATCAAGTGATCAAG
At3g52740 TSS At3g52740 CGTCGACGTGTAAGACAACC TTGCAGGAAACAAAAAGATGAA
At3g52740 Stall At3g52740 TGATGAACATCGACGATACGA GCTTCGGTTTCTCTTCAAGC
At3g52740 End At3g52740 TCGTCTGCACGTACTGCTCT TTGAGGAACAAGAACCACATTT
At3g52740 3IGR At3g52740 TGCAATGTGTCCGCTCTAAA TAGGAAAACGGGCAAATGTC
At1g20030 TSS2 At1g20030 CATGAGAAAAAGAAAAAGAATCTCG AAGAAAAGAGAGAATAAACATTAGCC
At1g20030 Mid At1g20030 GAATAGCGTCGACGGGAAG GTAGCTATAGGCGCGTGGAC
At1g20030 End At1g20030 TGTGGTGGTTCTTCTGACCA CAACGTTTGGTCATGTGGAGT
At1g20030 -250 At1g20030 AATGGTTTCTTAGGACACTTGAA TTTTATGGCTTGGAGTTGGA
At1g20030 3IGR At1g20030 ACATGGGCTATTCCTCAACG TTAGGCGCTGGAGGAGTTC
At5g46710 MID At5g46710 TGCCTGCATGGTCTGTTATC CAAGGGAGGTAATGGATGCT
LTI78 MID At5g52310 GACTCCGGTCAATGAGAAGG CCGCCACATAATCTCTACCC
COR15a MID At2g42540 CAGATGGTGAGAAAGCGAAAG CTTGTTTGCGGCTTCTTTTC
ABF1  MID At1g49720 CAGGCTTATACCTTGGAACTGG TTCAGCCTGCAACATAGAGAGA

http://www.arabidopsis.org/servlets/TairObject?type=locus&name=AT3G04740
http://www.arabidopsis.org/servlets/TairObject?type=locus&name=AT1G25540
http://www.arabidopsis.org/servlets/TairObject?type=locus&name=AT1G11760
http://www.arabidopsis.org/servlets/TairObject?type=locus&name=AT3G23590
http://www.arabidopsis.org/servlets/TairObject?type=locus&name=AT2G48110
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