
Chen, Z., Schiffman, M., Herrero, R. and Burk, R. D. (2007). Identification and characterization of 
two novel human papillomaviruses (HPVs) by overlapping PCR: HPV102 and HPV106. J Gen Virol 
88, 2952–2955. 

 

 
 

Supplementary Fig. S1. Location of the predicted ORFs of HPV102 and HPV106. Each ORF 

is represented as a rectangle occupying either the first, second, or third reading frames. 

Numbers show the nucleotide positions of the first start codon and the stop codons of each 

ORF. The additional 5′ sequences in-frame with the predicted amino terminus of the HPV102 

and HPV106 L1 ORFs are indicated with broken-line boxes. 
 


