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UCSC IDS GENE SYMBOL GENE NAME UCSC IDS GENE SYMBOL GENE NAME

uc008pup.1 0610031J06Rik RIKEN cDNA 0610031J06 gene uc009kif.1 Urah urate (5-hydroxyiso-) hydrolase
uc007wmv.1:uc007wmw.1:uc011zvd.1 1110038F14Rik RIKEN cDNA 1110038F14 gene uc012daf.1 6330407A03Rik RIKEN cDNA 6330407A03 gene
uc009nre.1 1190005I06Rik RIKEN cDNA 1190005I06 gene uc008hes.1 8430431K14Rik RIKEN cDNA 8430431K14 gene
uc009lpn.1:uc009lpo.1 1700029J07Rik RIKEN cDNA 1700029J07 gene uc007ivs.1 AK038627
uc008mex.2:uc008mey.2 1810024B03Rik RIKEN cDNA 1810024B03 gene uc007fno.1 AK046981
uc007mru.2 1810043H04Rik RIKEN cDNA 1810043H04 gene uc007waz.1 AK085274
uc007rgw.1:uc007rgx.2 2210408I21Rik RIKEN cDNA 2210408I21 gene uc008hiw.1 I830134H01Rik RIKEN cDNA I830134H01 gene
uc009igo.1:uc009ign.1 2310010J17Rik RIKEN cDNA 2310010J17 gene uc007ptq.2:uc007ptr.2:uc007ptt.1 Btn1a1 butyrophilin, subfamily 1, member A1
uc007ned.2:uc011ykz.1:uc007nef.2 2410018L13Rik RIKEN cDNA 2410018L13 gene uc008rqf.2 Clca3 chloride channel calcium activated 3
uc008wdb.2:uc008wda.2 2610002J02Rik RIKEN cDNA 2610002J02 gene uc012gkt.1:uc012gkr.1:uc009nlu.1:uc009nlv.1:uc009nls.1:uc009nlr.1:uc009nlt.1:uc012gks.1Clec18a C-type lectin domain family 18, member A
uc009pal.2:uc009pak.2 2610203C20Rik RIKEN cDNA 2610203C20 gene uc009gdp.1 Cox7a1 cytochrome c oxidase subunit VIIa 1
uc007nuo.2:uc007nun.2 2700049A03Rik RIKEN cDNA 2700049A03 gene uc008pny.2 Fam198b family with sequence similarity 198, member B
uc009icm.1 3110040N11Rik RIKEN cDNA 3110040N11 gene uc008cor.1 Gpr115 G protein-coupled receptor 115
uc008hcq.1:uc012bkf.1:uc012bke.1:uc008hcp.1 4430402I18Rik RIKEN cDNA 4430402I18 gene uc007zel.1 Gpr156 G protein-coupled receptor 156
uc007zqb.1:uc007zqc.1 4930453N24Rik RIKEN cDNA 4930453N24 gene uc009uti.1:uc009uth.1:uc009utg.1:uc009utf.1:uc009ute.1:uc009utd.1:uc009utj.1Gpr64 G protein-coupled receptor 64
uc009uan.2:uc012hnk.1:uc009uam.2:uc009ual.2:uc009uao.1:uc009uaq.2:uc009uap.2:uc009uar.25530601H04Rik RIKEN cDNA 5530601H04 gene uc007jzz.2 Gsg2 germ cell-specific gene 2
uc009oiy.2:uc012gov.1 5730577I03Rik RIKEN cDNA 5730577I03 gene uc011wjy.1:uc007atu.1 Il1r2 interleukin 1 receptor, type II
uc009tdn.2:uc012hgv.1:uc009tdo.1:uc009tdp.1:uc009tdq.2:uc012hgw.16720401G13Rik RIKEN cDNA 6720401G13 gene uc008fly.1 Impa2 inositol (myo)-1(or 4)-monophosphatase 2
uc009jmw.1:uc009jmv.1 9030407P20Rik RIKEN cDNA 9030407P20 gene uc008jqo.2:uc008jqn.2:uc008jqm.2 Nmi N-myc (and STAT) interactor
uc012ffq.1 9130221H12Rik RIKEN cDNA 9130221H12 gene uc009psf.2:uc009psi.2:uc012gtr.1:uc009psh.2:uc009psg.2Nrg4 neuregulin 4
uc012drh.1:uc008wgd.2:uc012drg.1 9430015G10Rik RIKEN cDNA 9430015G10 gene uc007ffj.2 Pcbd1 pterin 4 alpha carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1) 1
uc008dyl.1:uc012ayy.1 9430020K01Rik RIKEN cDNA 9430020K01 gene uc009fig.1:uc009fih.1:uc009fii.1 Prkd2 protein kinase D2
uc009ool.1:uc009oom.1:uc009ooo.1:uc009oop.1:uc009oon.19530077C05Rik RIKEN cDNA 9530077C05 gene uc008ygi.2:uc008ygj.2 Prkg2 protein kinase, cGMP-dependent, type II
uc009idy.2:uc009idz.2:uc009iea.2:uc009ieb.1:uc009iec.29930013L23Rik RIKEN cDNA 9930013L23 gene uc008rzs.1 Rad54b RAD54 homolog B (S. cerevisiae)
uc007xst.1:uc007xss.1 A330009N23Rik RIKEN cDNA A330009N23 gene uc007ktr.2:uc011yby.1 Tex14 testis expressed gene 14
uc009krg.2:uc009krh.2:uc012fyi.1 A430078G23Rik RIKEN cDNA A430078G23 gene uc007elv.1 Txlnb taxilin beta
uc008lpw.2:uc008lpx.2:uc008lpy.2:uc008lpv.2A530058N18Rik:C130080G10Rik RIKEN cDNA A530058N18 gene:RIKEN cDNA C130080G10 gene uc007sjw.2 Mss51 MSS51 mitochondrial translational activator
uc007rbg.1:uc007rbf.1 AA987161 expressed sequence AA987161
uc008cqr.1:uc008cqs.1:uc012auc.1 Aars2 alanyl-tRNA synthetase 2, mitochondrial (putative)
uc007yhj.1:uc007yhk.1 Abcc1 ATP-binding cassette, sub-family C (CFTR/MRP), member 1
uc009rjs.2 Abhd14b abhydrolase domain containing 14b
uc007pwj.1 Acot13 acyl-CoA thioesterase 13
uc008nwe.1:uc008nwg.2:uc008nwf.2 Acot8 acyl-CoA thioesterase 8
uc008jso.2:uc008jsp.2 Acvr1c activin A receptor, type IC
uc008lxo.1:uc008lxp.1:uc008lxq.1:uc008lxr.1:uc008lxs.1 Adal adenosine deaminase-like
uc009lfl.2:uc009lfk.2 Adam9 a disintegrin and metallopeptidase domain 9 (meltrin gamma)
uc009hhw.1:uc009hhx.1 Adamts17 a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 17
uc012gle.1:uc009nns.1:uc009nnr.1:uc009nnt.1:uc009nnu.1:uc012gld.1Adamts18 a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 18
uc007jlt.2:uc007jls.2 Adprm ADP-ribose/CDP-alcohol diphosphatase, manganese dependent
uc009eoi.1:uc009eoj.1:uc009eok.1:uc009eol.1 Aebp2 AE binding protein 2
uc009nwc.2:uc009nwd.2:uc009nwf.1:uc009nwg.1:uc009nwe.2Afg3l1 AFG3(ATPase family gene 3)-like 1 (yeast)
uc012gdu.1:uc009lrz.1:uc012gdv.1 Aga aspartylglucosaminidase
uc012dld.1:uc008uth.2:uc008uti.2:uc012dlc.1 Ago3 argonaute RISC catalytic subunit 3
uc007pff.1 Ahnak2 AHNAK nucleoprotein 2
uc008cxu.1:uc008cxv.1:uc008cxw.1 AI314976 O-acyl-ADP-ribose deacylase 1
uc008gkv.2:uc008gkw.2 AI846148 expressed sequence AI846148
uc008wqt.1 AK002390 RIKEN cDNA 2700038G22 gene
uc008jup.1 AK011205 RNA binding motif, single stranded interacting protein 1
uc008xvd.1 AK013453 RIKEN cDNA C530008M17 gene
uc008kce.1 AK013593 RIKEN cDNA 1700011J10 gene
uc009ken.1 AK031861 RIKEN cDNA 6330420H09 gene
uc007iwk.1 AK038603 RIKEN cDNA A430108G06 gene
uc007att.1 AK041998 predicted gene, 16894
uc008neh.1 AK042610 cDNA sequence BC052486
uc008ssv.1 AK044089 predicted gene 12408
uc008iab.1 AK045643 RIKEN cDNA B230217O12 gene
uc007pnu.1:uc007pnv.1 AK045681:AK078363
uc007umh.1 AK046150 predicted gene, 16677
uc007fed.1 AK046160 DnaJ (Hsp40) homolog, subfamily B, member 12
uc008wnu.1 AK046351 RIKEN cDNA 4921504A21 gene
uc008iel.1 AK048013
uc009gwj.1 AK049852 RIKEN cDNA A030001D20 gene
uc007yvh.1 AK050069 predicted gene, 20319
uc012gsi.1 AK077428
uc009pdt.1 AK078316 RIKEN cDNA C030014I23 gene
uc008lll.1 AK084494
uc007wrt.1 AK131739 RIKEN cDNA 1700027A07 gene
uc008bzo.1 AK133808
uc009qrz.1 AK134928
uc008oqa.1 AK140446 predicted gene 2464
uc008qyu.1 AK144267 predicted gene 12522
uc007fjq.2 AK156477 DNA segment, Chr 10, Brigham & Women.s Genetics 1070 expressed
uc007hyu.1 AK160548 predicted gene 11974
uc009cng.2 AK202301
uc009ums.2:uc009umt.2 Alg13 asparagine-linked glycosylation 13
uc008rdx.1 Alg14 asparagine-linked glycosylation 14
uc009ijc.2 Alg8 asparagine-linked glycosylation 8 (alpha-1,3-glucosyltransferase)
uc011wjc.1 Amer3 APC membrane recruitment 3
uc009umc.1:uc009umb.1 Ammecr1 Alport syndrome, mental retardation, midface hypoplasia and elliptocytosis chromosomal region gene 1
uc009rpc.1 Amt aminomethyltransferase
uc007rmx.1:uc007rmy.1:uc011zdb.1 Ankdd1b ankyrin repeat and death domain containing 1B
uc011xjk.1:uc007gjb.1:uc007gjc.2:uc007gjd.1 Ankrd24 ankyrin repeat domain 24
uc008qng.1 Ankrd34a ankyrin repeat domain 34A
uc011wnj.1:uc011wni.1:uc007bod.1:uc007boe.1 Ankzf1 ankyrin repeat and zinc finger domain containing 1
uc007tyd.2:uc007tyf.2:uc007tye.2 Ap1g2 adaptor protein complex AP-1, gamma 2 subunit
uc008mlb.1:uc008mlc.1:uc008mla.1 Ap5s1 adaptor-related protein 5 complex, sigma 1 subunit
uc007gkk.1 Appl2 adaptor protein, phosphotyrosine interaction, PH domain and leucine zipper containing 2
uc008lqd.2:uc008lqe.2:uc008lqf.1:uc008lqg.2:uc008lqh.2:uc008lqi.2Aqr aquarius
uc007wfn.1:uc007wfo.1 Arc activity regulated cytoskeletal-associated protein
uc009emo.1:uc009emp.1 Arhgdib Rho, GDP dissociation inhibitor (GDI) beta
uc007eyg.2:uc011xdf.1:uc007eyh.2:uc007eyi.2 Armc2 armadillo repeat containing 2
uc008qjs.2:uc008qjr.2:uc008qjv.2:uc008qju.2:uc008qjt.2:uc008qjw.2:uc008qjx.1Arnt aryl hydrocarbon receptor nuclear translocator
uc009amc.2:uc009amb.2 Arpc1b actin related protein 2/3 complex, subunit 1B
uc012gmw.1:uc009nxn.1:uc012gmy.1:uc012gmx.1 Arv1 ARV1 homolog (yeast)
uc007piz.1 Asb13 ankyrin repeat and SOCS box-containing 13
uc011zyr.1:uc007xly.2:uc007xlx.2 Asb8 ankyrin repeat and SOCS box-containing 8
uc007jfv.2 Atpaf2 ATP synthase mitochondrial F1 complex assembly factor 2
uc008bdn.2:uc008bdm.2 Axin1 axin 1
uc008vor.2 B330016D10Rik RIKEN cDNA B330016D10 gene
uc007iej.2:uc007ieh.2:uc007iei.2 B3gnt2 UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 2
uc007jhu.1 B9d1 B9 protein domain 1
uc007zup.1:uc007zuq.1 Bach1 BTB and CNC homology 1
uc009oek.1 BC003348 sestrin 3
uc007rag.1 BC038328 zinc finger protein 708
uc008hah.1 BC040804
uc009eeg.2:uc009eeh.2 BC048546 cDNA sequence BC048546
uc008lqr.2:uc012cbe.1 BC052040 cDNA sequence BC052040
uc009auf.1 BC062895
uc008pto.2:uc008ptp.2 Bcan brevican
uc007xpo.2 Bcdin3d BCDIN3 domain containing
uc009sqt.2:uc009sqs.2:uc009squ.1:uc009sqr.2:uc009sqq.2:uc009sqv.1Bcor BCL6 interacting corepressor
uc007bmq.1:uc007bmr.1 Bcs1l BCS1-like (yeast)
uc012cfe.1:uc008mqh.1 Bfsp1 beaded filament structural protein 1, in lens-CP94
uc007pfn.1 Brf1 BRF1 homolog, subunit of RNA polymerase III transcription initiation factor IIIB (S. cerevisiae)
uc007mfr.1:uc007mfs.1:uc007mft.1 Btbd17 BTB (POZ) domain containing 17
uc007ezz.1 Bves blood vessel epicardial substance
uc008ysf.2:uc008ysh.1 C130026L21Rik RIKEN cDNA C130026L21 gene
uc008tsa.2:uc008tsb.2 Caap1 caspase activity and apoptosis inhibitor 1
uc012erg.1:uc009dls.2:uc012erk.1:uc012erj.1:uc012eri.1:uc012erh.1:uc009dlv.2:uc012erm.1:uc009dlt.2:uc012erl.1:uc009dlu.2:uc009dlw.1Cacna1c calcium channel, voltage-dependent, L type, alpha 1C subunit
uc008dtt.1:uc008dtu.1 Camkmt calmodulin-lysine N-methyltransferase
uc007vfn.1 Capsl calcyphosine-like
uc009qfb.2:uc009qfd.2:uc009qfc.2 Car12 carbonic anyhydrase 12
uc007rpx.1:uc007rpw.1 Cartpt CART prepropeptide
uc009lqk.1:uc009lql.1:uc009lqm.1 Casp3 caspase 3
uc008hyw.1:uc008hyx.1 Casp7 caspase 7
uc007wuw.1:uc007wuv.1:uc007wux.1 Cbx7 chromobox 7



uc007mpu.1 Cbx8 chromobox 8
uc008rpa.1:uc008roz.1 Ccbl2 cysteine conjugate-beta lyase 2
uc009jse.2 Ccdc101 coiled-coil domain containing 101
uc007ykd.1:uc007yke.1 Ccdc116 coiled-coil domain containing 116
uc009smf.1 Ccdc120 coiled-coil domain containing 120
uc009oum.1:uc009oun.1:uc009ouo.1:uc009oup.1:uc009ouq.1:uc012gqx.1Ccdc15 coiled-coil domain containing 15
uc007why.2:uc011zuo.1 Ccdc166 coiled-coil domain containing 166
uc009cxg.2:uc012eoz.1:uc009cxi.2 Ccdc37 coiled-coil domain containing 37
uc012afd.1:uc007zce.2:uc012afe.1 Ccdc58 coiled-coil domain containing 58
uc009rpq.2 Ccdc71 coiled-coil domain containing 71
uc009fhm.2:uc009fhn.1 Ccdc9 coiled-coil domain containing 9
uc012cov.1 Ccna2 cyclin A2
uc009kqt.1:uc012fyc.1 Ccnd1 cyclin D1
uc009dvr.1:uc009dvs.1:uc009dvv.1 Ccnd2 cyclin D2
uc009gkr.1 Ccne1 cyclin E1
uc008rzd.1:uc008rzf.1:uc008rze.1 Ccne2 cyclin E2
uc008avg.1:uc008avf.1:uc008ave.1:uc008avh.1:uc008avi.1:uc008avj.1Ccnf cyclin F
uc007ims.1 Ccnjl cyclin J-like
uc009cdu.2:uc009cdv.2:uc012emv.1:uc009cdw.2 Ccser1 coiled-coil serine rich 1
uc008lig.1:uc008lij.1:uc008lii.1:uc008lif.1:uc008lih.1:uc008lie.1:uc008lik.1Cd44 CD44 antigen
uc007hou.1:uc007hov.1 Cd63 CD63 antigen
uc007qym.2:uc007qyn.2:uc007qyp.2:uc007qyo.2:uc007qyr.2:uc011zba.1:uc007qyq.2Cdc14b CDC14 cell division cycle 14B
uc008urj.2:uc008urk.2 Cdca8 cell division cycle associated 8
uc009nph.1:uc009npi.1:uc009npj.1:uc009npk.1:uc009npl.1:uc012glo.1Cdh13 cadherin 13
uc007qyx.1 Cdk20 cyclin-dependent kinase 20
uc008fym.1 Cdk2ap2 CDK2-associated protein 2
uc007rrn.1 Cenph centromere protein H
uc007qjk.1:uc007qjo.1 Cenpp centromere protein P
uc008jjs.2:uc008jjr.2:uc012buj.1:uc008jjt.1:uc008jjv.1:uc012buk.1:uc008jjw.1:uc008jjx.1:uc008jjy.1Cep110 centrosomal protein 110
uc008nlr.2:uc008nlt.2:uc012chj.1:uc012chi.1:uc012chh.1:uc012chk.1:uc008nlu.2:uc012chl.1:uc012chm.1Cep250 centrosomal protein 250
uc009rfq.1:uc009rfr.1:uc009rfs.1 Cep63 centrosomal protein 63
uc008jxs.1 Cers6 ceramide synthase 6
uc008xtw.1 Chic2 cysteine-rich hydrophobic domain 2
uc007wbr.1:uc007wbq.1 Chrac1 chromatin accessibility complex 1
uc012beh.1 Cidea cell death-inducing DNA fragmentation factor, alpha subunit-like effector A
uc007elt.2:uc007elu.2 Cited2 Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2
uc008pzl.1 Cks1b CDC28 protein kinase 1b
uc008qzk.2:uc008qzm.2:uc008qzl.2:uc008qzn.2 Clcc1 chloride channel CLIC-like 1
uc011yrj.1:uc007oxl.1:uc007oxq.1:uc007oxp.1:uc007oxo.1:uc007oxn.1:uc007oxm.1Clmn calmin
uc009jry.2:uc009jrx.2:uc012ftt.1:uc009jsa.1 Cln3 ceroid lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer-Vogt disease)
uc007dvm.1:uc007dvn.1:uc007dvo.1 Cnst consortin, connexin sorting protein
uc009dcr.2:uc009dcv.2:uc009dcs.2:uc009dct.1:uc009dcu.1:uc012epu.1:uc009dcw.1Cntn4 contactin 4
uc009nnj.1:uc012glb.1:uc009nnk.1 Cntnap4 contactin associated protein-like 4
uc007ofb.2:uc007ofc.2:uc011yoy.1 Coq6 coenzyme Q6 homolog (yeast)
uc009pvg.2 Cplx3 complexin 3
uc008mir.2 Cpxm1 carboxypeptidase X 1 (M14 family)
uc008dxu.2:uc008dxr.2:uc008dxq.2:uc008dxp.2:uc008dxs.2:uc008dxl.2:uc008dxk.2:uc008dxm.2:uc012ayv.1:uc008dxt.2:uc012ayu.1:uc008dxn.2:uc008dxo.2:uc012ayt.1:uc008dxv.2:uc008dxx.2:uc008dxw.2:uc012ayw.1Crem cAMP responsive element modulator
uc008ypi.2:uc008ypg.2:uc008yph.2 Crlf2 cytokine receptor-like factor 2
uc007gle.1 Cry1 cryptochrome 1 (photolyase-like)
uc008bvq.1:uc008bvp.1 Cryaa crystallin, alpha A
uc009pkl.1:uc009pkm.1:uc009pkn.1 Cryab crystallin, alpha B
uc007zpj.2:uc007zpk.2 Crybg3 beta-gamma crystallin domain containing 3
uc008uuy.1:uc008uuz.1 Csmd2 CUB and Sushi multiple domains 2
uc008mqz.2:uc008mqy.2:uc008mra.2 Csrp2bp cysteine and glycine-rich protein 2 binding protein
uc009rzz.2:uc009saa.2 Ctdspl CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) small phosphatase-like
uc008pom.1:uc008pon.1 Ctso cathepsin O
uc008qka.2:uc008qjz.2 Ctss cathepsin S
uc008ofd.1 Ctsz cathepsin Z
uc009qyc.2:uc009qyd.1:uc009qyf.2 Cyb5r4 cytochrome b5 reductase 4
uc008rjn.1:uc008rjo.1:uc008rjp.1 Cyp2u1 cytochrome P450, family 2, subfamily u, polypeptide 1
uc008orm.2 Cyp7b1 cytochrome P450, family 7, subfamily b, polypeptide 1
uc009mnh.1:uc009mni.2 Dand5 DAN domain family, member 5
uc007nwy.1 Dbpht2 DNA binding protein with his-thr domain
uc009rvv.2 Dclk3 doublecortin-like kinase 3
uc007gwx.2:uc007gwy.2 Dcn decorin
uc012gqd.1:uc009osp.1 Dcps decapping enzyme, scavenger
uc008rmn.2 Ddit4l DNA-damage-inducible transcript 4-like
uc007fra.1 Ddt D-dopachrome tautomerase
uc009nlm.2:uc012gkq.1:uc009nln.2 Ddx19b DEAD (Asp-Glu-Ala-Asp) box polypeptide 19b
uc007dnx.2:uc007dny.2:uc007dnz.2 Dedd death effector domain-containing
uc007rwv.1:uc007rwx.1:uc007rwy.1:uc007rww.1 Dhx29 DEAH (Asp-Glu-Ala-His) box polypeptide 29
uc008erj.1:uc008erk.1:uc008eri.1 Diap1 diaphanous homolog 1 (Drosophila)
uc007ugk.2:uc011zng.1 Dleu7 deleted in lymphocytic leukemia, 7
uc009ggj.2:uc009ggh.2:uc009ggi.2:uc009ggk.2 Dmkn dermokine
uc011ymx.1:uc007nrt.1 Dnaaf2 dynein, axonemal assembly factor 2
uc011xfm.1:uc007fkg.2 Dnajc12 DnaJ (Hsp40) homolog, subfamily C, member 12
uc007usc.1 Dnajc15 DnaJ (Hsp40) homolog, subfamily C, member 15
uc007xzi.1:uc007xzh.1:uc007xzj.2 Dnase1 deoxyribonuclease I
uc008uje.1:uc008ujd.1 Dph2 DPH2 homolog (S. cerevisiae)
uc007grj.1:uc007gri.1 Dram1 DNA-damage regulated autophagy modulator 1
uc009nfb.1:uc009nfa.1 Dus2l dihydrouridine synthase 2-like (SMM1, S. cerevisiae)
uc012gwu.1:uc009qqj.2 Dyx1c1 dyslexia susceptibility 1 candidate 1 homolog (human)
uc009jvg.2:uc012fud.1 E430018J23Rik RIKEN cDNA E430018J23 gene
uc007vpz.1:uc007vqa.1:uc007vqb.1 Ebag9 estrogen receptor-binding fragment-associated gene 9
uc008vjs.2:uc008vjt.2:uc008vju.2:uc008vjv.1 Ece1 endothelin converting enzyme 1
uc007rfv.1:uc007rfu.1:uc007rfw.1 Ell2 elongation factor RNA polymerase II 2
uc008lzc.1 Ell3 elongation factor RNA polymerase II-like 3
uc009mjy.1:uc009mjz.2:uc009mka.2 Elmod2 ELMO/CED-12 domain containing 2
uc012hbh.1:uc009rtv.1 Elp6 elongator acetyltransferase complex subunit 6
uc007hwf.1:uc007hwg.1:uc011xrd.1 Emid1 EMI domain containing 1
uc008ibl.1 Emx2 empty spiracles homeobox 2
uc008fsa.2:uc008frz.1 Epg5 ectopic P-granules autophagy protein 5 homolog (C. elegans)
uc007ujv.1:uc007ujw.1 Ephx2 epoxide hydrolase 2, cytoplasmic
uc008vxw.1:uc008vxy.1:uc008vxx.1 Errfi1 ERBB receptor feedback inhibitor 1
uc008eay.1:uc008eax.1:uc008eaw.1:uc008eav.1:uc008eau.2Esco1 establishment of cohesion 1 homolog 1 (S. cerevisiae)
uc012adn.1:uc007yse.1 Etv5 ets variant gene 5
uc008vbq.1:uc008vbp.1:uc008vbo.1 Eya3 eyes absent 3 homolog (Drosophila)
uc011yfk.1:uc007lnw.2:uc007lnx.2 Ezh1 enhancer of zeste homolog 1 (Drosophila)
uc008mfk.2 Fahd2a fumarylacetoacetate hydrolase domain containing 2A
uc007vju.1:uc007vjt.1:uc007vjs.1 Fam105a family with sequence similarity 105, member A
uc011yfi.1:uc007lnj.1:uc007lni.1:uc011yfj.1 Fam134c family with sequence similarity 134, member C
uc007dce.1 Fam163a family with sequence similarity 163, member A
uc009iim.1 Fam181b family with sequence similarity 181, member B
uc008won.2:uc008woo.2 Fam185a family with sequence similarity 185, member A
uc009tow.2:uc009tox.2 Fam3a family with sequence similarity 3, member A
uc007kfg.2:uc007kff.1 Fam57a family with sequence similarity 57, member A
uc007qxp.1:uc007qxr.1:uc011zax.1:uc007qxq.1:uc007qxs.1:uc007qxt.1Fancc Fanconi anemia, complementation group C
uc008jjd.2 Fbxw2 F-box and WD-40 domain protein 2
uc009plo.1:uc009plp.1 Fdx1 ferredoxin 1
uc008evo.1 Fem1c fem-1 homolog c (C.elegans)
uc008xbf.2:uc008xbe.2:uc008xbg.2:uc008xbh.2:uc012dut.1Fgfr3 fibroblast growth factor receptor 3
uc008lmv.1 Fibin fin bud initiation factor homolog (zebrafish)
uc009bzy.1:uc009bzz.1:uc009caa.1 Fkbp14 FK506 binding protein 14
uc009lhi.1 Fnta farnesyltransferase, CAAX box, alpha
uc008pei.2 Foxo1 forkhead box O1
uc009dat.1:uc009dav.1:uc009dau.1:uc009daw.2:uc009dax.2Frmd4b FERM domain containing 4B
uc012hgz.1 Frmd7 FERM domain containing 7
uc007hct.1:uc007hcu.1 Frs2 fibroblast growth factor receptor substrate 2
uc009ahm.1 Ftsj2 FtsJ homolog 2 (E. coli)
uc009ifx.2 Fzd4 frizzled homolog 4 (Drosophila)
uc008jzj.1:uc008jzk.1:uc008jzl.1:uc008jzm.1 Gad1 glutamate decarboxylase 1
uc008ini.1:uc008inj.1:uc008ink.1 Gad2 glutamic acid decarboxylase 2
uc008lvu.1:uc008lvs.1:uc008lvt.1:uc008lvv.1:uc008lvw.1:uc008lvr.1Ganc:Capn3 glucosidase:calpain 3
uc009hch.1:uc009hci.1:uc009hcj.1:uc009hck.1 Gas2 growth arrest specific 2
uc008qca.1:uc012csw.1:uc008qcb.1 Gatad2b GATA zinc finger domain containing 2B
uc007zqt.1:uc007zqu.1 Gbe1 glucan (1,4-alpha-), branching enzyme 1
uc009clc.1:uc009cld.1:uc009cle.1 Gcfc2 GC-rich sequence DNA binding factor 2
uc008dqv.1:uc008dqw.1 Gemin6 gem (nuclear organelle) associated protein 6
uc007upb.1:uc007upa.1:uc007uoz.1:uc007upc.1 Gfra2 glial cell line derived neurotrophic factor family receptor alpha 2
uc011zqm.1:uc007vbf.2 Ggact gamma-glutamylamine cyclotransferase
uc007fcc.2:uc007fce.2:uc007fcd.2:uc007fcg.2:uc007fcf.2:uc007fci.2:uc007fch.2Gja1 gap junction protein, alpha 1



uc008uur.1 Gja4 gap junction protein, alpha 4
uc009qae.1:uc009qad.1:uc009qac.1:uc009qaf.1 Glce glucuronyl C5-epimerase
uc007jlk.1:uc007jll.1 Gm12296 predicted gene 12296
uc012dll.1:uc008uun.1 Gm12942 predicted gene 12942
uc012gtf.1 Gm684 predicted gene 684
uc011xbw.1 Gm9767 predicted gene 9767
uc007nfm.1:uc007nfl.1 Gm9866 predicted gene 9866
uc012bux.1:uc008joc.1:uc008job.1:uc008joe.1:uc008jod.1Golga1 golgi autoantigen, golgin subfamily a, 1
uc008ugr.1 Gpbp1l1 GC-rich promoter binding protein 1-like 1
uc008dei.1:uc008deh.1 Gpr108 G protein-coupled receptor 108
uc009lhx.2:uc012gbr.1 Gpr124 G protein-coupled receptor 124
uc012cpx.1:uc008pij.2 Gpr171 G protein-coupled receptor 171
uc009uqh.1 Gpr173 G-protein coupled receptor 173
uc008rbz.2 Gpr88 G-protein coupled receptor 88
uc008qol.1:uc008qom.1 Gpr89 G protein-coupled receptor 89
uc008eas.1:uc008eat.1 Greb1l growth regulation by estrogen in breast cancer-like
uc012eee.1:uc008zvz.1:uc008zvy.1:uc008zvx.1:uc008zvw.1:uc008zvv.1:uc008zvu.1:uc008zvt.1:uc008zwc.1:uc008zwb.1:uc008zwa.1:uc008zwe.1:uc008zwd.1:uc008zwg.1:uc008zwh.1:uc008zwf.1Gtf2ird1 general transcription factor II I repeat domain-containing 1
uc007azp.1 Gtf3c3 general transcription factor IIIC, polypeptide 3
uc008lwp.1:uc008lwo.1 Haus2 HAUS augmin-like complex, subunit 2
uc012gfo.1:uc009mch.2:uc009mcg.2 Haus8 4HAUS augmin-like complex, subunit 8
uc007ijk.1 Hba-a2 hemoglobin alpha, adult chain 2
uc009qsz.1:uc009qta.1 Hcrtr2 hypocretin (orexin) receptor 2
uc009typ.1:uc009tyq.1 Hdac8 histone deacetylase 8
uc007ywl.1 Hes1 hairy and enhancer of split 1 (Drosophila)
uc007ayp.1:uc011wkr.1 Hibch 3-hydroxyisobutyryl-Coenzyme A hydrolase
uc007qfk.1 Hivep1 human immunodeficiency virus type I enhancer binding protein 1
uc009ucs.1 Hmgn5 high-mobility group nucleosome binding domain 5
uc008fbr.1:uc008fbq.1:uc008fbs.1:uc008fbt.1:uc012bdp.1Hmgxb3 HMG box domain containing 3
uc007txd.2:uc007txc.1 Homez homeodomain leucine zipper-encoding gene
uc009gzi.1:uc009gzf.2:uc009gzh.2:uc009gzg.2:uc012fkw.1:uc012fky.1:uc012fkx.1:uc009gze.2Hps5 Hermansky-Pudlak syndrome 5 homolog (human)
uc007uoj.1 Hr hairless
uc007rtu.2 Htr1a 5-hydroxytryptamine (serotonin) receptor 1A
uc011wqx.1 Htr5b 5-hydroxytryptamine (serotonin) receptor 5B
uc008zku.1:uc008zkw.1:uc008zkv.1 Hvcn1 hydrogen voltage-gated channel 1
uc009kmt.1:uc009kmu.1:uc012fxk.1 Ifitm10 interferon induced transmembrane protein 10
uc007wor.1:uc007wos.1 Ift27 intraflagellar transport 27
uc008tsg.1 Ift74 intraflagellar transport 74
uc007hzi.1 Igfbp3 insulin-like growth factor binding protein 3
uc008ada.2:uc008acx.2:uc008acz.2:uc008acy.2:uc008adc.1Igsf5:Pcp4 immunoglobulin superfamily, member 5:Purkinje cell protein 4
uc012hkz.1:uc009tpe.2:uc009toz.2:uc009tpb.2:uc009tpa.2:uc012hla.1:uc009tpc.2:uc009tpd.2Ikbkg inhibitor of kappaB kinase gamma
uc012erz.1:uc009dnj.2 Il17ra interleukin 17 receptor A
uc011wpr.1:uc007cen.1 Ing5 inhibitor of growth family, member 5
uc007pnw.1 Inhba inhibin beta-A
uc008msh.2 Insm1 insulinoma-associated 1
uc011yze.1:uc007qjj.1 Ippk inositol 1,3,4,5,6-pentakisphosphate 2-kinase
uc007tzl.2:uc007tzk.2:uc007tzm.1:uc007tzn.1 Irf9 interferon regulatory factor 9
uc008mpf.2:uc012cey.1 Ism1 isthmin 1 homolog (zebrafish)
uc012etc.1:uc009edo.1:uc009edp.1:uc009edq.1 Itfg2 integrin alpha FG-GAP repeat containing 2
uc008kbb.1:uc008kbd.1:uc008kbc.1:uc008kbe.1:uc008kbf.1Itga6 integrin alpha 6
uc007jdw.1:uc007jdu.1:uc007jdx.1:uc007jdv.1 Jmjd4 jumonji domain containing 4
uc008fqv.1:uc008fqx.1:uc008fqy.1:uc008fra.1:uc008fqz.1:uc008fqw.1Katnal2 katanin p60 subunit A-like 2
uc009dvb.1 Kcna1 potassium voltage-gated channel, shaker-related subfamily, member 1
uc009gyc.1 Kcnj11 potassium inwardly rectifying channel, subfamily J, member 11
uc009gxi.1 Kcnj14 potassium inwardly-rectifying channel, subfamily J, member 14
uc007alq.2:uc011wio.1:uc009uzv.1 Kcnq5 potassium voltage-gated channel, subfamily Q, member 5
uc009uqu.1:uc009uqv.1 Klf8 Kruppel-like factor 8
uc009nql.1:uc009nqm.1 Klhl36 kelch-like 36
uc009esu.1 Klhl42 kelch-like 42
uc007lis.1 Krt12 keratin 12
uc008rms.1 Lamtor3 late endosomal/lysosomal adaptor, MAPK and MTOR activator 3
uc008dng.2 Lbh limb-bud and heart
uc007tbd.1:uc007tbc.1:uc007tbb.1:uc007taz.1:uc007tba.1:uc007tbf.1:uc007tbe.1Ldb3 LIM domain binding 3
uc008xkn.1:uc008xkm.1 Lgi2 leucine-rich repeat LGI family, member 2
uc009kul.1 Lig4 ligase IV, DNA, ATP-dependent
uc008qnh.1 Lix1l Lix1-like
uc012bdd.1:uc008eyu.1 Lmnb1 lamin B1
uc007upq.2 Lpar6 lysophosphatidic acid receptor 6
uc009fzb.2:uc009fza.1:uc009fzc.2 Lrfn1 leucine rich repeat and fibronectin type III domain containing 1
uc007fgc.1 Lrrc20 leucine rich repeat containing 20
uc007xhz.1:uc007xia.1:uc007xib.1 Lrrk2 leucine-rich repeat kinase 2
uc007fkk.1:uc007fkl.1 Lrrtm3 leucine rich repeat transmembrane neuronal 3
uc008tjv.1 Lurap1l leucine rich adaptor protein 1-like
uc008jpz.1:uc012bvf.1 Lypd6b LY6/PLAUR domain containing 6B
uc011xuy.1:uc011xux.1 Lyrm7 LYR motif containing 7
uc008vub.1:uc008vuc.1 Mad2l2 MAD2 mitotic arrest deficient-like 2
uc012hpx.1 Mageb16 melanoma antigen family B, 16
uc009ubh.2:uc009ubi.2:uc009ubj.2 Magt1 magnesium transporter 1
uc007lyc.1 Map3k3 mitogen-activated protein kinase kinase kinase 3
uc007oco.2:uc007ocp.2 Map3k9 mitogen-activated protein kinase kinase kinase 9
uc007xfp.2 Mapk11 mitogen-activated protein kinase 11
uc008ffv.1 Mc4r melanocortin 4 receptor
uc009aeu.1 Mcm7 minichromosome maintenance deficient 7 (S. cerevisiae)
uc007ocl.1 Med6 mediator of RNA polymerase II transcription, subunit 6 homolog (yeast)
uc009hie.1:uc009hij.1:uc009hii.1:uc009hih.1:uc009hig.1:uc009hif.1:uc009hil.1Mef2a myocyte enhancer factor 2A
uc009bfs.1:uc009bfu.1:uc009bft.1 Mest mesoderm specific transcript
uc011xza.1:uc011xyz.1:uc007kci.1:uc007kch.1 Mettl16 methyltransferase like 16
uc009etz.1:uc009etw.1:uc009etv.1:uc009ety.1:uc009etx.1Mettl20 methyltransferase like 20
uc007sxr.1:uc007sxq.1:uc007sxs.1 Mettl6 methyltransferase like 6
uc007ebu.1:uc011wyn.1:uc007ebv.1:uc007ebt.1 Mfsd7b major facilitator superfamily domain containing 7B
uc007arr.2:uc007aru.2:uc007arv.2:uc007art.2 Mgat4a mannoside acetylglucosaminyltransferase 4, isoenzyme A
uc011xmt.1:uc007gyc.2:uc007gyd.2:uc007gyb.2 Mgat4c mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-acetylglucosaminyltransferase, isozyme C (putative)
uc007zwj.1 Mis18a MIS18 kinetochore protein homolog A (S. pombe)
uc008yad.1:uc008yae.1:uc012dyb.1:uc008yaf.1:uc008yag.1Mob1b MOB kinase activator 1B
uc009npg.1 Mphosph6 M phase phosphoprotein 6
uc008foz.1:uc012bev.1 Mro maestro
uc007rpn.1 Mrps27 mitochondrial ribosomal protein S27
uc007pwu.1 Mrs2 MRS2 magnesium homeostasis factor homolog (S. cerevisiae)
uc007kvm.2:uc007kvl.2:uc007kvn.2:uc007kvo.2:uc007kvq.2:uc007kvr.2:uc007kvk.1Msi2 musashi RNA-binding protein 2
uc007fcb.1 Msl3l2 male-specific lethal 3-like 2 (Drosophila)
uc008ura.2:uc008urc.2:uc008urb.2 Mtf1 metal response element binding transcription factor 1
uc008oig.1:uc008oif.1:uc008oie.1:uc008oid.1:uc012clw.1:uc008oii.1:uc012clv.1:uc008oih.1Mtg2 mitochondrial ribosome associated GTPase 2
uc011wzu.1:uc007ehj.2:uc007ehk.2 Mthfd1l methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like
uc008ybp.1:uc008ybo.1 Mthfd2l methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 2-like
uc009hgc.1:uc009hgd.1 Mtmr10 myotubularin related protein 10
uc007uht.1 Mtmr9 myotubularin related protein 9
uc008muv.2 Nanp N-acetylneuraminic acid phosphatase
uc007mgs.1:uc007mgr.1 Nat9 N-acetyltransferase 9 (GCN5-related, putative)
uc008rfv.2:uc008rfw.2:uc008rfx.2 Ndst4 N-deacetylase/N-sulfotransferase (heparin glucosaminyl) 4
uc008vnu.2 Necap2 NECAP endocytosis associated 2
uc007qfd.2:uc007qfe.2 Nedd9 neural precursor cell expressed, developmentally down-regulated gene 9
uc011wtb.1:uc007cvn.1:uc007cvo.1 Nek7 NIMA (never in mitosis gene a)-related expressed kinase 7
uc008rtb.2:uc008rtc.1:uc008rtd.1 Nexn nexilin
uc012cju.1:uc012cjz.1:uc012cjt.1:uc012cjy.1:uc012cjx.1:uc012cjw.1:uc012ckc.1:uc012ckb.1:uc012cka.1:uc012cjv.1:uc008oau.1:uc008oav.1:uc012cke.1:uc012ckf.1:uc008oay.1:uc012ckd.1:uc008oaw.1:uc008oax.1:uc008oaz.1:uc008oba.1:uc012cki.1:uc012ckh.1:uc012ckg.1Nfatc2 nuclear factor of activated T cells, cytoplasmic, calcineurin dependent 2
uc008cxq.2:uc008cxp.2:uc008cxr.2:uc008cxs.2 Nfya nuclear transcription factor-Y alpha
uc011ypl.1:uc007oii.1 Ngb neuroglobin
uc007qhp.2 Nhlrc1 NHL repeat containing 1
uc007qiw.1 Ninj1 ninjurin 1
uc008vgn.1:uc008vgo.1 Nipal3 NIPA-like domain containing 3
uc008pmk.1:uc008pml.1 Nmd3 NMD3 homolog (S. cerevisiae)
uc008xcx.1 Nop14 NOP14 nucleolar protein
uc008qpn.1:uc008qpo.1 Notch2 notch 2
uc007mqv.1 Nptx1 neuronal pentraxin 1
uc008jrx.2:uc012bvn.1:uc008jry.2:uc008jrw.2 Nr4a2 nuclear receptor subfamily 4, group A, member 2
uc008iqk.1 Nrarp Notch-regulated ankyrin repeat protein
uc007yyg.1:uc007yyj.1:uc007yyi.1:uc007yyh.1 Nrros negative regulator of reactive oxygen species
uc008xor.1:uc008xos.1:uc008xot.1:uc008xou.1 Nsun7 NOL1/NOP2/Sun domain family, member 7
uc009duz.2:uc012esy.1:uc012esx.1 Ntf3 neurotrophin 3
uc008rai.2:uc008ram.2:uc008raj.2:uc008rao.2:uc008ral.2:uc008rak.2:uc008rap.1:uc008raq.1:uc008rar.2:uc008ras.1:uc008ran.2Ntng1 netrin G1
uc012cmd.1:uc008ojg.1 Ntsr1 neurotensin receptor 1
uc008gjz.1 Nudt22 nudix (nucleoside diphosphate linked moiety X)-type motif 22
uc009gqw.2 Nup62 nucleoporin 62



uc012hpq.1:uc009ulr.2 Nxt2 nuclear transport factor 2-like export factor 2
uc007dmi.2 Olfml2b olfactomedin-like 2B
uc007zxf.1 Olig1 oligodendrocyte transcription factor 1
uc008fef.1 Onecut2 one cut domain, family member 2
uc007tlx.1 Osgep O-sialoglycoprotein endopeptidase
uc007azb.1:uc007aza.1:uc007azd.1:uc007azc.1:uc011wkt.1Osgepl1 O-sialoglycoprotein endopeptidase-like 1
uc008qvq.1 Ovgp1 oviductal glycoprotein 1
uc007syf.2:uc007syg.2:uc007syh.2 Oxnad1 oxidoreductase NAD-binding domain containing 1
uc008yqq.1:uc008yqt.2:uc008yqr.2:uc008yqu.2:uc008yqs.2P2rx2 purinergic receptor P2X, ligand-gated ion channel, 2
uc008yfq.1:uc008yfr.1:uc008yfs.1:uc008yft.1 Paqr3 progestin and adipoQ receptor family member III
uc012akc.1:uc012akb.1:uc008akj.1:uc012aka.1:uc012ajz.1:uc008akk.1:uc012ajy.1Park2 Parkinson disease (autosomal recessive, juvenile) 2, parkin
uc009jgs.1:uc009jgt.1:uc009jgu.1 Parva parvin, alpha
uc007ffj.2 Pcbd1 pterin 4 alpha carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1) 1
uc007qrz.1 Pcbd2 pterin 4 alpha carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1) 2
uc007fpq.2:uc011xgf.1:uc011xge.1:uc011xgd.1:uc011xfz.1:uc007fpo.2:uc011xga.1:uc007fpm.2:uc007fpg.2:uc007fpf.2:uc007fpj.2:uc011xgb.1:uc011xgc.1:uc007fpi.2:uc007fpn.2:uc011xgh.1:uc007fpr.2:uc011xgg.1:uc007fpl.2:uc007fph.2:uc007fpk.2:uc011xgi.1:uc007fpp.2:uc007fpe.1Pcdh15 protocadherin 15
uc008epy.1 Pcdhb13 protocadherin beta 13
uc008gxp.2:uc008gxq.2:uc008gxr.1 Pcsk5 proprotein convertase subtilisin/kexin type 5
uc009caz.2:uc009cbd.2:uc009cbb.2:uc009cbc.2:uc012emk.1:uc009cbe.2:uc009cbf.2:uc009cbg.2:uc009cbh.2:uc009cba.2Pde1c phosphodiesterase 1C
uc012eps.1:uc009dcd.2:uc009dce.1:uc009dcf.1 Pdzrn3 PDZ domain containing RING finger 3
uc007ekq.2:uc007ekt.2:uc007eks.2:uc007ekr.2 Phactr2 phosphatase and actin regulator 2
uc008anj.2:uc008ank.2 Phf10 PHD finger protein 10
uc009jwb.2:uc009jwa.2:uc009jwc.2 Phkg2 phosphorylase kinase, gamma 2 (testis)
uc008dun.1 Pigf phosphatidylinositol glycan anchor biosynthesis, class F
uc008jfv.1:uc008jfw.1 Pip5kl1 phosphatidylinositol-4-phosphate 5-kinase-like 1
uc008zsi.1:uc008zsj.1 Piwil1 piwi-like RNA-mediated gene silencing 1
uc011xaf.1:uc007ekl.2:uc007ekk.2:uc011xag.1:uc007ekm.2:uc011xah.1:uc007ekn.1Plagl1 pleiomorphic adenoma gene-like 1
uc008voz.1:uc008vpa.2:uc008vpb.1 Plekhm2 pleckstrin homology domain containing, family M (with RUN domain) member 2
uc009rar.1:uc009ras.1 Plscr4 phospholipid scramblase 4
uc009fip.1 Pnmal1 PNMA-like 1
uc007xbw.1:uc011zxf.1 Pnpla3 patatin-like phospholipase domain containing 3
uc011xmj.1:uc007gxh.1:uc007gxi.1:uc011xmi.1 Poc1b POC1 centriolar protein homolog B (Chlamydomonas)
uc012fjq.1:uc009gpx.2 Pold1 polymerase (DNA directed), delta 1, catalytic subunit
uc007hxf.2:uc011xrf.1 Polm polymerase (DNA directed), mu
uc009jng.2:uc009jnh.2:uc009jnf.2 Polr3e polymerase (RNA) III (DNA directed) polypeptide E
uc007vlv.2:uc007vlu.2 Pop1 processing of precursor 1, ribonuclease P/MRP family, (S. cerevisiae)
uc009put.1:uc009puu.1:uc009puv.1 Ppcdc phosphopantothenoylcysteine decarboxylase
uc008uow.1 Ppie peptidylprolyl isomerase E (cyclophilin E)
uc012gzs.1:uc009rjd.1 Ppm1m protein phosphatase 1M
uc008ohp.1 Ppp1r3d protein phosphatase 1, regulatory subunit 3D
uc007eci.1 Ppp2r5a protein phosphatase 2, regulatory subunit B (B56), alpha isoform
uc009iye.1 Prkcdbp protein kinase C, delta binding protein
uc008ovs.1 Prkci protein kinase C, iota
uc009gsf.1:uc009gsh.1:uc009gsg.1:uc009gsi.1:uc012fjy.1Prmt1 protein arginine N-methyltransferase 1
uc008ach.1 Psmg1 proteasome (prosome, macropain) assembly chaperone 1
uc007qxv.1:uc007qxw.1:uc007qxy.1:uc007qxx.1:uc007qxu.1Ptch1 patched homolog 1
uc008isf.1 Ptgds prostaglandin D2 synthase (brain)
uc009ruo.1:uc009rup.1:uc009ruq.1 Pth1r parathyroid hormone 1 receptor
uc009bja.1 Ptn pleiotrophin
uc008nru.1:uc008nrv.1:uc008nrz.1:uc008nry.1:uc008nrx.1:uc008nrw.1Ptprt protein tyrosine phosphatase, receptor type, T
uc008pla.1 Ptx3 pentraxin related gene
uc012dsw.1:uc008wqo.1:uc008wqn.1 Pus7 pseudouridylate synthase 7 homolog (S. cerevisiae)
uc009fnd.2:uc009fne.2 Pvrl2 poliovirus receptor-related 2
uc008njm.1 Pxmp4 peroxisomal membrane protein 4
uc008dpw.1:uc008dpv.1 Qpct glutaminyl-peptide cyclotransferase (glutaminyl cyclase)
uc008oed.1:uc008oee.1 Rab22a RAB22A, member RAS oncogene family
uc009qqw.1:uc009qqv.1:uc009qqx.1:uc012gwv.1 Rab27a RAB27A, member RAS oncogene family
uc008vay.1 Rab42 RAB42, member RAS oncogene family
uc007csc.1 Rabif RAB interacting factor
uc008ygm.1:uc008ygl.1:uc008ygk.1 Rasgef1b RasGEF domain family, member 1B
uc012fnp.1:uc009ial.2 Rccd1 RCC1 domain containing 1
uc007pck.1 Rcor1 REST corepressor 1
uc007nzz.1:uc007oaa.1 Rdh11 retinol dehydrogenase 11
uc007uoi.1 Reep4 receptor accessory protein 4
uc009esr.1 Rep15 RAB15 effector protein
uc012euy.1:uc009emr.2:uc009ems.2:uc009emt.2 Rerg RAS-like, estrogen-regulated, growth-inhibitor
uc011xsx.1:uc007ijb.2 Rhbdf1 rhomboid family 1 (Drosophila)
uc007voe.1:uc011zsk.1:uc007vod.1:uc007vof.1:uc007vog.1:uc007voh.1Rims2 regulating synaptic membrane exocytosis 2
uc012dsx.1:uc008wqq.1:uc008wqp.1 Rint1 RAD50 interactor 1
uc007qaw.1:uc007qax.1:uc007qay.1 Ripk1 receptor (TNFRSF)-interacting serine-threonine kinase 1
uc007nft.2:uc007nfu.2 Rnaseh1 ribonuclease H1protein
uc007ugl.1 Rnaseh2b ribonuclease H2, subunit B
uc011wpz.1:uc011wpy.1 Rnf152 ring finger protein 152
uc009lhp.1:uc009lhl.1:uc012gbo.1:uc009lhn.1:uc009lhm.1:uc009lho.1Rnf170 ring finger protein 170
uc007tzi.1:uc007tzj.1 Rnf31 ring finger protein 31
uc008wuc.1:uc012dtt.1:uc008wud.1:uc008wue.1:uc008wuf.1:uc012dtu.1Rnf32 ring finger protein 32
uc008vbt.1:uc008vbu.1 Rpa2 replication protein A2
uc008jrp.1 Rprm reprimo, TP53 dependent G2 arrest mediator candidate
uc012dpg.1 Rps19-ps3 ribosomal protein S19, pseudogene 3
uc007dzq.1 Rrp15 ribosomal RNA processing 15 homolog (S. cerevisiae)
uc008bvt.2:uc008bvu.2 Rrp1b ribosomal RNA processing 1 homolog B (S. cerevisiae)
uc007zui.1 Rwdd2b RWD domain containing 2B
uc008rdp.2:uc008rdo.2:uc008rdq.2:uc008rdr.2:uc008rds.2Rwdd3 RWD domain containing 3
uc007fuc.2 S100b S100 protein, beta polypeptide, neural
uc009oks.2 S1pr5 sphingosine-1-phosphate receptor 5
uc011zsw.1:uc007vri.1:uc007vrj.1 Samd12 sterile alpha motif domain containing 12
uc007tho.2:uc007thn.2:uc007thp.1:uc007thq.2:uc007thr.2Samd4 sterile alpha motif domain containing 4
uc008ydm.1 Scarb2 scavenger receptor class B, member 2
uc011yci.1:uc007kvx.2 Scpep1 serine carboxypeptidase 1
uc011xqs.1:uc007huf.2 Sec14l3 SEC14-like 3 (S. cerevisiae)
uc009pym.2:uc009pyo.2:uc012gup.1:uc009pyp.2:uc009pyn.2Senp8 SUMO/sentrin specific peptidase 8
uc007pzz.1 Serpinb9 serine (or cysteine) peptidase inhibitor, clade B, member 9
uc007idd.1:uc007idc.1:uc007ide.1:uc007idf.1 Sertad2 SERTA domain containing 2
uc007ijo.1:uc007ijp.1:uc007ijq.1 Sh3pxd2b SH3 and PX domains 2B
uc007yfr.1:uc007yft.2:uc007yfs.2 Shisa9 shisa homolog 9 (Xenopus laevis)
uc009ove.1:uc009ovf.1:uc009ovg.1 Siae sialic acid acetylesterase
uc008pia.1 Siah2 seven in absentia 2
uc007fkf.2:uc007fke.2 Sirt1 sirtuin 1
uc007pew.2:uc007pev.2 Siva1 SIVA1, apoptosis-inducing factor
uc007jtz.2:uc007jua.2 Slc16a11 solute carrier family 16 (monocarboxylic acid transporters), member 11
uc007btd.1 Slc16a14 solute carrier family 16 (monocarboxylic acid transporters), member 14
uc012gxg.1:uc009quo.1:uc009qup.1 Slc17a5 solute carrier family 17 (anion/sugar transporter), member 5
uc007gsj.1:uc007gsk.2 Slc17a8 solute carrier family 17 (sodium-dependent inorganic phosphate cotransporter), member 8
uc007fvc.2:uc007fvd.2:uc007fve.1:uc007fvf.2 Slc19a1 solute carrier family 19 (folate transporter), member 1
uc008qrl.2:uc008qrn.2:uc008qrm.2 Slc22a15 solute carrier family 22 (organic anion/cation transporter), member 15
uc007ixc.2 Slc22a5 solute carrier family 22 (organic cation transporter), member 5
uc009lcz.2 Slc25a15 solute carrier family 25 (mitochondrial carrier ornithine transporter), member 15
uc012axd.1:uc008dob.1 Slc30a6 solute carrier family 30 (zinc transporter), member 6
uc008rbt.2 Slc30a7 solute carrier family 30 (zinc transporter), member 7
uc008pyn.2 Slc50a1 solute carrier family 50 (sugar transporter), member 1
uc009nfp.2:uc009nfr.2:uc009nfs.2:uc009nfq.2 Slc7a6os solute carrier family 7, member 6 opposite strand
uc007mgp.1:uc007mgq.1 Slc9a3r1 solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 1
uc008fqe.2:uc008fqd.1:uc012bfa.1 Smad7 SMAD family member 7
uc007wvj.2:uc007wvk.2:uc007wvi.2:uc007wvh.2:uc007wvg.1Smcr7l Smith-Magenis syndrome chromosome region, candidate 7-like (human)
uc007zyx.1 Smim11 small integral membrane protein 11
uc008fag.1 Smim3 small integral membrane protein 3
uc007oxt.2 Snhg10 small nucleolar RNA host gene (non-protein coding) 10
uc011zqz.1 Snord72 small nucleolar RNA, C/D box 72
uc012cor.1:uc012cos.1 Sox2ot:Mir1897 SOX2 overlapping transcript (non-protein coding):microRNA 1897
uc008kcj.2 Sp9 trans-acting transcription factor 9
uc007vmn.1:uc007vmo.1:uc007vmp.1 Spag1 sperm associated antigen 1
uc008rri.1:uc012czg.1:uc008rrj.1 Spata1 spermatogenesis associated 1
uc009lsd.1 Spcs3 signal peptidase complex subunit 3 homolog (S. cerevisiae)
uc008ioh.2:uc008ioj.2:uc008ioi.2 Spopl speckle-type POZ protein-like
uc009gzx.2 Spty2d1 SPT2, Suppressor of Ty, domain containing 1 (S. cerevisiae)
uc012ayk.1:uc008dud.2:uc012ayj.1:uc008due.2 Srbd1 S1 RNA binding domain 1
uc007xzu.1:uc007xzt.1 Srl sarcalumenin
uc008new.1 Srxn1 sulfiredoxin 1 homolog (S. cerevisiae)
uc007mep.1:uc007meq.1:uc011yha.1 Sstr2 somatostatin receptor 2
uc009lhb.1 Star steroidogenic acute regulatory protein
uc007lgc.1:uc007lge.1:uc007lgd.1 Stard3 START domain containing 3
uc008ejr.1:uc008ejs.1 Stard4 StAR-related lipid transfer (START) domain containing 4



uc009idq.1 Stard5 StAR-related lipid transfer (START) domain containing 5
uc007lmj.2:uc007lmi.2:uc007lmk.1 Stat5b signal transducer and activator of transcription 5B
uc008ydq.1:uc008ydo.1:uc008ydp.1 Stbd1 starch binding domain 1
uc011zrz.1:uc007vlz.1 Stk3 serine/threonine kinase 3
uc007jnh.1:uc007jni.1:uc007jnk.1:uc007jnj.1 Stx8 syntaxin 8
uc009gxa.1:uc009gxb.2 Sult2b1 sulfotransferase family, cytosolic, 2B, member 1
uc009ddf.2 Sumf1 sulfatase modifying factor 1
uc008cqe.1:uc008cqg.1:uc008cqf.1:uc008cqh.1 Supt3 suppressor of Ty 3
uc009snp.2:uc009snq.2:uc009snr.1 Suv39h1 suppressor of variegation 3-9 homolog 1 (Drosophila)
uc009onc.2 Swsap1 SWIM type zinc finger 7 associated protein 1
uc007ofs.1:uc007ofr.1 Syndig1l synapse differentiation inducing 1 like
uc008rky.2 Tacr3 tachykinin receptor 3
uc008qkq.2:uc008qks.2:uc008qkt.2:uc012ctv.1:uc008qkr.2:uc008qkv.2:uc008qkw.2:uc008qku.2Tars2 threonyl-tRNA synthetase 2, mitochondrial (putative)
uc007vst.1:uc007vss.1:uc007vsv.1:uc007vsw.1:uc007vsx.1:uc007vsy.1Tbc1d31 TBC1 domain family, member 31
uc007pmp.1:uc007pmq.1:uc007pms.1:uc007pmt.1:uc007pmr.1Tbce tubulin-specific chaperone E
uc011zwy.1 Tbrg3 transforming growth factor beta regulated gene 3
uc008yzx.1:uc008yzy.1 Tchp trichoplein, keratin filament binding
uc007gkr.1:uc007gks.1 Tcp11l2 t-complex 11 (mouse) like 2
uc007osf.2:uc007osg.2:uc007osh.1:uc007ose.2 Tdp1 tyrosyl-DNA phosphodiesterase 1
uc008zgc.1:uc008zgd.1:uc012ecj.1 Tesc tescalcin
uc009lkb.1:uc009lka.1:uc009lkc.1 Tex15 testis expressed gene 15
uc009crk.2:uc009crj.2 Tgfa transforming growth factor alpha
uc008ylz.2:uc008yma.2 Tgfbr3 transforming growth factor, beta receptor III
uc009pyx.2:uc009pyy.2 Thsd4 thrombospondin, type I, domain containing 4
uc009ayj.2 Thsd7a thrombospondin, type I, domain containing 7A
uc009dek.1:uc009del.1 Thumpd3 THUMP domain containing 3
uc009cdj.1 Tigd2 tigger transposable element derived 2
uc007whp.1 Tigd5 tigger transposable element derived 5
uc009qbt.1:uc009qbs.1:uc009qbr.1 Tipin timeless interacting protein
uc007kwm.1 Tmem100 transmembrane protein 100
uc007xjm.1:uc007xjn.1 Tmem117 transmembrane protein 117
uc007ycq.1 Tmem186 transmembrane protein 186
uc008gzd.1:uc008gze.1:uc008gzf.1:uc008gzh.1:uc008gzg.1Tmem2 transmembrane protein 2
uc008gqc.1:uc008gqb.1 Tmem216 transmembrane protein 216
uc009nna.1:uc012gky.1 Tmem231 transmembrane protein 231
uc007zff.1:uc007zfe.1 Tmem39a transmembrane protein 39a
uc008sqv.1:uc012ddd.1:uc012ddc.1 Tmem8b transmembrane protein 8B
uc007ena.2:uc007enb.2 Tnfaip3 tumor necrosis factor, alpha-induced protein 3
uc008dbf.2 Tnfaip8l1 tumor necrosis factor, alpha-induced protein 8-like 1
uc007dea.2 Tnr tenascin R
uc007wxm.1:uc007wxn.1 Tob2 transducer of ERBB2, 2
uc008rxs.2:uc008rxt.1:uc008rxu.1 Tox thymocyte selection-associated high mobility group box
uc007ett.1:uc011xcj.1:uc011xci.1:uc007ets.1:uc007etr.1Tpd52l1 tumor protein D52-like 1
uc008zuc.2:uc008zud.2 Tpst1 protein-tyrosine sulfotransferase 1
uc007cax.2:uc007cay.2 Traf3ip1 TRAF3 interacting protein 1
uc007ewa.1 Traf3ip2 TRAF3 interacting protein 2
uc007jcz.1:uc007jcy.1:uc011xvj.1:uc007jda.1 Trim11 tripartite motif-containing 11
uc008evi.2:uc012bcp.1 Trim36 tripartite motif-containing 36
uc008qqy.2:uc008qra.2:uc008qqz.2 Trim45 tripartite motif-containing 45
uc007ipd.2:uc007ipf.1 Trim7 tripartite motif-containing 7
uc008uor.1:uc008uos.1 Trit1 tRNA isopentenyltransferase 1
uc007vtp.1 Trmt12 tRNA methyltranferase 12
uc008lfs.1:uc008lfr.1:uc008lfq.1 Trp53i11 transformation related protein 53 inducible protein 11
uc007yun.2:uc007yuo.2:uc007yuq.2:uc007yup.2:uc007yur.2:uc007yut.2:uc007yus.2:uc007yuw.2:uc007yuv.2:uc007yuu.2:uc007yux.1Trp63 transformation related protein 63
uc009gkj.1 Tshz3 teashirt zinc finger family member 3
uc012eij.1:uc009bar.1 Tspan12 tetraspanin 12
uc011wwd.1 Tstd1 thiosulfate sulfurtransferase (rhodanese)-like domain containing 1
uc008lgt.1:uc008lgu.1:uc008lgv.1 Ttc17 tetratricopeptide repeat domain 17
uc008kew.2 Ttc30a1 tetratricopeptide repeat domain 30A1
uc012dql.1 Ttc34 tetratricopeptide repeat domain 34
uc008tkq.1:uc008tkr.1:uc008tks.1 Ttc39b tetratricopeptide repeat domain 39B
uc008izk.1 Ttf1 transcription termination factor, RNA polymerase I
uc008rrw.2:uc012czi.1:uc008rrx.1:uc012czj.1 Ttll7 tubulin tyrosine ligase-like family, member 7
uc012fwd.1:uc009kgm.2:uc009kgl.2:uc009kgn.1 Tubgcp2 tubulin, gamma complex associated protein 2
uc009kwd.1:uc012fzp.1:uc009kwe.1:uc012fzo.1 Tubgcp3 tubulin, gamma complex associated protein 3
uc009edh.1:uc009edi.1 Tulp3 tubby-like protein 3
uc012czw.1:uc008ruo.2 Tyw3 tRNA-yW synthesizing protein 3 homolog (S. cerevisiae)
uc009qxc.1 Ube2cbp ubiquitin-conjugating enzyme E2C binding protein
uc008veb.1:uc012dmq.1 Ubxn11 UBX domain protein 11
uc012hco.1:uc009scy.2:uc009scx.2:uc012hcp.1:uc009scz.2Ulk4 unc-51-like kinase 4
uc009qrb.1 Unc13c unc-13 homolog C (C. elegans)
uc007hgm.1:uc007hgo.1:uc007hgn.1:uc007hgp.1:uc007hgq.1:uc007hgr.1:uc011xpf.1:uc007hgs.1:uc007hgt.1Usp15 ubiquitin specific peptidase 15
uc009nku.1:uc009nkv.1:uc009nkw.1:uc012gkn.1 Vac14 Vac14 homolog (S. cerevisiae)
uc009dtz.1:uc009dty.1:uc009dtx.1:uc009dub.1 Vamp1 vesicle-associated membrane protein 1
uc007xzz.2 Vasn vasorin
uc008gwv.1:uc008gww.1:uc008gwx.1:uc008gwy.1:uc008gxa.1:uc008gxb.1:uc012bjf.1Vps13a vacuolar protein sorting 13A (yeast)
uc007oze.1:uc007ozd.1:uc007ozc.1:uc007ozb.1 Vrk1 vaccinia related kinase 1
uc009gqs.1:uc009gqr.1:uc009gqt.1 Vrk3 vaccinia related kinase 3
uc009jna.1:uc009jmz.1 Vwa3a von Willebrand factor A domain containing 3A
uc009qcm.1:uc009qcn.1:uc009qco.1 Vwa9 von Willebrand factor A domain containing 9
uc008tev.1:uc008teu.1:uc008tet.1 Wdr31 WD repeat domain 31
uc009jey.1 Wee1 WEE 1 homolog 1 (S. pombe)
uc009ikv.2:uc009ikw.2:uc012fpu.1:uc009ikx.2 Wnt11 wingless-related MMTV integration site 11
uc009noc.2:uc009nod.2 Wwox WW domain-containing oxidoreductase
uc009tlh.1 Xlr3b X-linked lymphocyte-regulated 3B
uc007wxy.1:uc007wxz.1 Xrcc6 X-ray repair complementing defective repair in Chinese hamster cells 6
uc009jjl.1:uc009jjm.1 Xylt1 xylosyltransferase 1
uc007kzi.2 Xylt2 xylosyltransferase II
uc008jhu.1 Zbtb34 zinc finger and BTB domain containing 34
uc008uwy.1:uc008uwz.1 Zbtb8b zinc finger and BTB domain containing 8b
uc007hni.1 Zc3h10 zinc finger CCCH type containing 10
uc008mha.2:uc008mhc.2 Zc3h6 zinc finger CCCH type containing 6
uc008xks.1:uc008xkt.1:uc008xkv.1:uc008xku.1 Zcchc4 zinc finger, CCHC domain containing 4
uc008ooa.1 Zfhx4 zinc finger homeodomain 4
uc008byk.1:uc008byj.1 Zfp101 zinc finger protein 101
uc009sfi.1 Zfp105 zinc finger protein 105
uc009ajv.1:uc009aju.1:uc009ajt.1 Zfp12 zinc finger protein 12
uc009dld.1:uc009dlc.1 Zfp239 zinc finger protein 239
uc009fbi.1 Zfp28 zinc finger protein 28
uc007jjt.1:uc007jju.1:uc007jjv.1 Zfp287 zinc finger protein 287
uc009fes.1:uc012ezd.1:uc009fer.1 Zfp324 zinc finger protein 324
uc008tbw.1:uc008tbx.1 Zfp37 zinc finger protein 37
uc007jcn.1 Zfp39 zinc finger protein 39
uc012bzk.1:uc012bzj.1:uc008kwh.1 Zfp408 zinc finger protein 408
uc009gck.2:uc009gcj.2 Zfp420 zinc finger protein 420
uc008ara.1:uc008aqy.1:uc008aqz.1 Zfp53 zinc finger protein 53
uc009ibp.2 Zfp592 zinc finger protein 592
uc009fpf.1 Zfp61 zinc finger protein 61
uc007ipv.1:uc007ipx.1:uc007ipw.1:uc007ipy.1:uc007ipz.1:uc007iqa.1Zfp62 zinc finger protein 62
uc008obj.1:uc008obk.1:uc008obl.1 Zfp64 zinc finger protein 64
uc009gnd.2 Zfp719 zinc finger protein 719
uc009fxm.1:uc009fxl.1 Zfp780b zinc finger protein 780B
uc007pca.2:uc011yuu.1 Zfp839 zinc finger protein 839
uc007rba.2 Zfp87 zinc finger protein 87
uc009lxc.1 Zfp930 zinc finger protein 930
uc007qww.2:uc007qwv.2:uc007qwx.2 Zfp935 zinc finger protein 935
uc012alp.1:uc008arq.2:uc008arp.2 Zfp944 zinc finger protein 944
uc012exo.1 Zfp954 zinc finger protein 954
uc009nsj.1 Zfpm1 zinc finger protein, multitype 1
uc007voq.1:uc007vor.1:uc007vos.1 Zfpm2 zinc finger protein, multitype 2
uc012exl.1:uc009fbv.1 Zim1 zinc finger, imprinted 1
uc007jlf.1:uc007jle.1:uc007jld.1 Zkscan6 zinc finger with KRAB and SCAN domains 6
uc009ugx.1:uc009ugw.1:uc012hon.1:uc009ugy.1:uc009ugz.1Zmat1:AK038525 zinc finger, matrin type 1:RIKEN cDNA 3632454L22 gene
uc007pqd.1:uc007pqe.1:uc007pqf.1 Zscan12 zinc finger and SCAN domain containing 12
uc007jip.2 Zswim7 zinc finger SWIM-type containing 7
uc009qbm.2:uc012gva.1 Zwilch zwilch kinetochore protein


