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Tissue single cells, bimodal genes

Culture single cells, bimodal genes

ucsc Ibs GENE SYMBOL GENE NAME ucscios
uc008pup.1 JOBRiK RIKEN cDNA 0610031 009Kt 1
UC007WY.1:uc007wmw.1:ucO11zvd. 1 1110038F14Rik RIKEN cDNA 111003814 gene uco12dat 1
uc009nre.1 1190005106Rik RIKEN cDNA 1190005106 gene c008hes.1
1C009Ipn.1:uc009Ipo. 1 1700029007Rik RIKEN cDNA 1700029J07 gene 4c007ivs.1
Uc008Mex 2:uc008mey.2 1810024B03RIk RIKEN cDNA 181002403 gene 4c007fr0.1
uc007mru2 1810043H04RK RIKEN cDNA 1810043H04 gene uc07waz.1
UC007rgw. 1:uc007rgx.2 2210408121Rik RIKEN cDNA 2210408121 gene c008hiw.1
1C009igo. 1:uc009ign. 1 2310010017Rik RIKEN cDNA 2310010J17 gene 4c007ptq 2:uc007ptr 2:Uc007ptt. 1
UC007ned.2:uc011ykz. 1uc007nef.2 2410018L13Rik RIKEN cDNA 2410018L13 gene uc008rat.2
Uc008wdb.2:uc008wda.2 c012gKt. 1:uc012gkt. 1:Uc009Nu.1:uc008
Uc009pal.2:uc009pak 2 2610203C20Rik RIKEN cDNA 2610203C20 gene 4c009gdp.1
UC007nU0.2:c007nun.2 2700049A03RIK RIKEN cDNA 2700049A03 gene uc008pny.2
uco0gicm. 1 3110040N11Rik RIKEN cDNA 3110040N11 gene uc008cor.1
UC008hcq.1:uc0120K1 1:uc012bke.1:uc008 RIKEN cDNA c007zel.1
UC0072b.1:uc0072c.1 4009t 1:uc009uth.1:uc009utg.1:c008
Uc009uan 2:uc012hnk.1:uc009uam.2:ucoC RIKEN cDN 1H c007j22.2
UC0090iy 2:uc012gov. 1 5730577103Rik RIKEN cDNA 5730577103 gene cO1twiy.1:uc007atu. 1
10009t 2:uc012hg.1:uc0091do.1:uc009! RIKEN cON 4 uc008fly.1
UC00gjmw.1:uc00gjm. 1 9030407P20RiK RIKEN cDNA 9030407P20 gene c008]q0.2:Uc008jqn.2:uc008jam.2
ucotafta.1 RIKEN cON 4c009ps.2:uc009psi 2:uc012g1r.1:uc009
1C012dh.1:uc008wgd.2:uc012drg 1 4c0071}2
Uc008dyl.1:uc012ayy. 1 RIKEN cON gene 4c009fig.1:uc009fih.1:uc00gfii. 1
16009001.1:Uc00900mM. 1:UC009000.1:Uc00 9530077COSRik RIKEN cDNA 953007705 gene c008ygi2:uc008Yg].2
UC009idy 2:uc009idz 2:uc00giea 2:uc00gie 9930013L23Rik RIKEN cDNA 9930013123 gene c008rzs.1
UG007x81.1:uc007x55.1 RIKEN CDNA A N Uc007KIr 2:uc011yby.1
UC009Krg, 2:uc009Kh. 2:uc012fyi.1 RIKEN cON gene uc007elv.1
RIKEN cDNA A530058N18 gene:RIKEN CDNA C130080G10 gene 4c0075jw.2
UC007rbg.1:uc007rbt.1 AASBT161 expressed sequence AAST161
Uc008cqr. 1:c008cgs. 1:uco12auc. 1 Aars2 alanyHRNA synthetase 2, mitochondrial (putative)
UC007yhj.1:uc007yhk.1 Abcet ATP-binding cassette, sub-family C (CFTRIMRP), member 1
c009ris.2 Abhd1ab abhydrolase domain containing 14b.
c007pw. 1 Acot1a acyk-CoA thioesterase 13
UC008nWe. 1:uc008NWg.2:uc008WL.2 Acots. acyl-CoA thioesterase 8
UC00850.2:uc008]sp.2 Acvric activin A receptor, type IC
Adal adenosine deaminase-like
Adamg adisintegrin and metallopeptidase domain 9 (meltrin gamma)
Adamts17 adisintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 moltt, 17
uc012gle. 1:uc009nNs. 1:uc009NNT.1:uc009! Adamts18 adisintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 moltf, 18
UC007t 2:uc007jis.2 Adprm ADP-ibose/CDP-alcohol diphosphatase, manganese dependent
UC009e01.1:UC009e0j.1:uc00960k. 1:Uc00% Aebp2 AE binding protein 2
UC009MWE, 2:Uc009NWd.2:c009NWA.1:uc0C Afgalt AFG3(ATPase family gene 3)-like 1 (yeast)
Uc012gdu.1:uc009lrz. 1:uc012gdv. 1 Aga aspartylglucosaminidase
UCO12dld.1:c008uth.2:uc008ut 2:uc012d Ago3 argonaute RISC catalytic subunit 3
c007pit.1 Annake AHNAK nucleoprotein 2
UC00BEXy. 1:UCO0BEXY.1:uc0080xW. 1 AI1314976 O-acyl-ADP-ribose deacylase 1
UC008gkv.2:uc008gkw.2 Alg46148 expressed sequence Al846148
uc00Bwat. 1 AK002390 RIKEN cDNA 2700038G22 gene
Uc008jup.1 AKO11205 RNA binding motit, single stranded interacting protein 1
c008xvd. 1 AK013453 RIKEN cDNA C530008M17 gene
Uc00Bkee. 1 AKO13593 RIKEN cDNA 1700011410 gene
uco0gken.1 AKO31861 RIKEN cDNA 6330420H09 gene
UC007iwk.1 AK038603 RIKEN cDNA A430108G06 gene
uco07att1 AK041998 predicted gene, 16894
uc008nen. 1 AK042610 CDNA sequence BC052486
1c008ssv.1 AK044089 predicted gene 12408
uco0iab.1 o RIKEN cDNA B230217012 gene.
UG007pnu.1:uc007pnv.1 AK045681:AKO78363
Uc007umh. 1 AK046150 predicted gene, 16677
Uc007fed.1 AK046160 DnaJ (Hsp40) homolog, subfamily B, member 12
uc008wnu.1 AK046351 RIKEN cDNA 4921504A21 gene
Uc00giel. 1 AK048013
uc009gw] 1 AK049852 RIKEN cDNA A030001D20 gene
c007yvh.1 AK050069 predicted gene, 20319
ucot2gsi1 AKOT7428
1c009pdt.1 AKO78316 RIKEN cDNA C030014123 gene
uc008IIL1 AK084494
ucoo7wrt 1 AK131739 RIKEN cDNA 1700027A07 gene
1c008bz0.1 AK133808
uc009qrz.1 AK134928
uco08oqa.1 AK140446 predicted gene 2464
uco0sayu.1 AK144267 predicted gene 12522
c007lig.2 AK156477 DNA segment, Chr 10, Brigham & Women.s Genetics 1070 expressed
C007hyu.1 AK160548 predicted gene 11974
Uc009eng 2 AK202301
UC009ums.2:uc009umt 2 Ag1a asparagine-linked glycosylation 13
Uc008rdx.1 A4 asparagine-linked glycosylation 14
c009ic.2 Alg8 (alpha-1.
ucotiwic.1 Amer3 APC membrane recruitment 3
Uc009ume. 1:uc009umb. 1 Ammecrt Alport syndrome, mental retardation, midface hypoplasia and elliptocytosis chromosomal region gene 1
1c009rpe.1 Amt aminomethylransferase
UG007rmX.1:uc007rmy.1:uc0 T zdb.1 Ankddib ankyrin repeat and death domain containing 18,
Uc0t1xjk.1:uc007gjb.1:uc007gjc. 2:uc007g] Ankrd24 ankyrin repeat domain 24
1c008ang.1 Ankidada ankyrin repeat domain 34A
UCOT1wnj.1:ucO1wni.1:uc007b0d.1:uc007 Ankzft ankyrin repeat and zin finger domain containing 1
UC007tyd.2:uc00Ttyt. 2:uc007tye.2 Aptg2 adaptor protein complex AP-1, gamma 2 subunit
UC008MIb1:uc008MIc.1:uc008mIa. 1 Apsst adaptor-related protein 5 complex, sigma 1 subunit
UC007gkK.1 Appi2 adaptor protein, phosphotyrosine interaction, PH domain and leucine zipper containing 2
UC008Iqd.2:uc008Iqe.2:uc008laf. 1:uc008iq Aar aquarius
UC007win. 1:uc007wlo. 1 Arc activity regulated cytoskeletal-associated protein
Uc009emo.1:uc009emp. 1 Athgdio Rho, GDP dissociation inhibitor (GDI) beta
UC007eyg 2:uc011xdf.1:uc007eyh.2:uc007 Arme2 armadillo repeat containing 2
UC008ajs 2:Uc008a2:UC008GIY.2:Uc008aj! Amt aryl hydrocarbon receptor nuclear translocator
uco0game 2:uco09amb.2 Arpetd actin related protein 2/3 complex, subunit 18
Uc012gmw.1:uc009nxn. 1:uc012gmy.1:uc0. At ARV1 homolog (yeast)
C007piz.1 Asb1a ankyrin repeat and SOCS box-containing 13
UCO112yr.1:uc007xly.2:uc007xix.2 Asbs ankyrin repeat and SOCS box-containing 8
UC007jfv2 Atpat2 ATP synthase mitochondrial F1 complex assembly factor 2
Uc008bdn 2:uc008bdm.2 Axint axin 1
uco08vor2 B330016D10RK RIKEN cDNA B330016D10 gene
UC007ie},2:Uc007ieh.2:uc007iei.2 Bagnt2 beta-1
uc007jhu.1 Bod1 B9 protein domain 1
UC0072up.1:uc0072uq.1 Bacht BTB and CNC homology 1
uco0goek.1 BC003348 sestrin 3
Uc007rag.1 8C038328 zinc finger protein 708
uco0shah.1 BC040804.
Uc009eeg 2:uc009eeh.2 BC048546 CDNA sequence BC048546
Uc008lqr.2:uc012cbe.1 BC052040 CDNA sequence BC052040
uco0gauf 1 BC062895
UC008pto. 2:uc008ptp.2 Boan brevican
UC007xp0.2 Bedin3d BCDIN3 domain containing
UC0095qt 2:Uc0095G5.2:uc0095qu. 1:uc003 Boor BCLG interacting corepressor
UC007bma.1:uc007bm. 1 Bostl BCS-like (veast)
uco12cfe.1:uc008mgh. 1 Bispt beaded filament structural protein 1, in lens-CP94
c007pin.1 Bif BRF1 homolog, subunit of RNA polymerase Il transcription nitiation factor IIIB (S. cerevisiae)
UC007mfr.1:uc007mfs 1:uc007mit 1 Btbd17 BTB (POZ) domain containing 17
uc007ezz.1 Bues blood vessel epicardial substance
UC00Bysf 2:uc008ysh.1 C130026121Rik RIKEN cDNA G130026L21 gene
UC008tsa.2:UC008tsb 2 Caapt caspase activity and apoptosis inhibitor 1
UC012erg.1:uc009dls.2:uc012erk.1Uc012¢ Cacnatc calcium channel, voltage-dependent, L type, alpha 1C subunit
UC008dt.1:uc008dtu. 1 Carmkmt calmodulin-ysine N-methylransferase
C007vin.1 Caps! calcyphosine-like
Uc009afb.2:uc0090fd 2:uc009qfc.2 Cart2 carbonic anyhydrase 12
UC007rpx.1:uc007rpw.1 Cartpt CART prepropeptide
UC009Igk 1:uc008lal.1:uc008lqm. 1 Casp3 caspase 3
Uc008hyw. 1:uc008hyx. 1 Casp? caspase 7
UCO07Wuw 1:UC007WuV. 1:UC00Twux. 1 Cox7 chromobox 7

GENESYMBOL  GENE NAME
Urah urate (5-hydroxyiso-) hydrolase
RIKEN cDN;
8430431K14RiKk  RIKEN cDNA 8430431K14 gene
AK038627
AK046981
AK0B5274
1830134H01Ri  RIKEN cDNA1830134H01 gene
Binta1 butyrophilin, subfarily 1, member A1
Cica3 chioride channel calcium activated 3
Clectga C-type lectin domain family 18, member A
Cox7at cytochrome ¢ oxidase subunit Vila 1
Fam198b family with sequence similarity 198, member B
Gprits G protein-coupled receptor 115
Gpris6 G protein-coupled receptor 156
Gpré4 G protein-coupled receptor 64
Gsg2 germ cell-specific gene 2
2 interleukin 1 receptor, type Il
Impa2 inositol (myo)-1(or 4)-monophosphatase 2
Nemi N-myc (and STAT) interactor
Nrg4 neuregulin 4
Pobat pterin 4 alpha of hepatocy factor 1 aipha (T
Prid2 protein kinase D2
Prig2 protein kinase, cGMP-dependent, type Il
Rads4b RAD54 homolog B (S. cerevisiae)
Toxt4 testis expressed gene 14
Tinb taxilin beta
Mss51 MSS51 mitochondrial ranslational activator



c007mpu.1
UC008rpa.1:uc008r0z.1

uco0gjse.2

UC007ykd. 1:uc007yke. 1

uc009sm.1

Uc0090urm. 1:uc0090un. 1:uc0090u0.1:uc0C
Uc007Why.2:uc0t1zu0.1

UC009xg 2:c012€02.1:uc009Cxi2
Uc012ald.1:uc00720e.2:uc012afe. 1
c009pg.2

Uc009thm 2:uc009fhn.1

ucot2cov.1

Uc009Kat.1:uco12lyc.1

G009V 1:UC009dVS. 1:Uc009dWY. 1
Uc009gk.1
UC008Zd.1:UC008r21.1:Uc008rze. 1
Uc008avg 1:uc008av. 1:uc008ave. 1:uc008
uC007ims. 1

UC009cdu 2:uc009cdv.2:uc012emv.1:uc00:
Uc008lig. 1:uc008i, 1:uc008lii 1:uc008I. 1:1
UC007hou.1:uc007hov.1
UC007aym.2:uc007qyn. 2:uc007qyp. 2:uc00
UC008ur] 2:uc008urk 2

UG009nPN. 1:uc009Npi.1:uc009Np}.1:uc009!

UC007ajk.1:uc007gjo.1
UC008ijs.2:Uc008jir 2:uc012bu 1:uc008t 1
UC008nIr2:uc008I 2:uc012¢hj.1:uc012ch
G009, 1:UC00DITr.1:uc009rTs 1
UC008j«s.1

Uc008xtw.1

UC007wbr. 1:Uc007wba. 1

ucot2ben.1

UC007elt 2:uc007elu.2

uc008pz.1

UC008azk 2:Uc008qZM.2:uc008q2] 2:uc00¢
UCOHyrj.1:uc0070x1.1:uc0070xq.1:uc0070
G009y 2:c008]rx 2:Uc0121t. 1:uc009]sa.
UC007dvm. 1:uc007dvn. 1:uc007dvo. 1
Uc009dr.2:Uc009dov.2:uc009dcs 2:uc009:
C009nN.1:uc012glb.1:uc009nnk. 1
UC0070fb.2:uc0070fc.2:ucOT1yoy. 1
c009pvg 2

uc008mir.2

UC008dlxu. 2:uc008d" 2:uc008cxq 2:Uc008
UC008ypi 2:uc008ypg.2:uc008Yph.2
uco07gle.1

UC008bva.1:uc008bVP. 1
UC009pKI.1:uc009pkim.1:uc009pkn. 1
UC0072pj 2:uc0072pk 2

Uc008uuY. 1:uc00BuuZ. 1

UC008Mqz 2:uc008May.2:uc008mra.2
UC009r22.2:c009saa.2

Uc008pom. 1:uc008pon. 1

Uc008aka 2:uc008ajz.2

Uc008ofd.1

c009ayc. 2:uc009qyd.1:uc009ay1.2
UC008rjn.1:uc008rjo.1:uc008rjp. 1
uco0gorm.2

UC009mnh.1:uc009MNi 2

Uc007nwy. 1

Uc009rw.2

UC007gwx 2:uc007gwy.2
1c012qd.1:uc0090p. 1

uc008mn.2

uC007fra. 1

UC009nIm 2:uc012gka. 1:uc009nin 2
Uc007dnx 2:uc007dny.2:uc007dnz 2.
UC007rWv.1:uc007 W 1:uc007rwy. 1:uc007
Uc008eri.1:uc008erk.1:uc008eri.1
UC007ugk 2:uc0112ng.1
1c009gg].2:uc009ggh.2:uc009ggi.2:uc009:
UCOt1ymx.1:uc007nrt.1

UcOT1xfm. 1:uc007fkg.2

Uc007use. 1

UC007x21.1:uc007xzh. 1:uc007x2}.2
Uc008uje.1:uc008ud. 1
UC007gr.1:uc007gri.1
1C009Nfb.1:uc009Nfa 1
UcO12gwu.1:uc0099q)2
Uc008jvg.2:uc012fud. 1
UC007vpz.1:uc007vga.1:uc007vab.1
UC008V]s. 2:uc008vt. 2:Uc008vju.2:UC008VIY
UC007rfv.1:uc007rfu. 1:uc007rfw.1
uc008ize.1

UC009Mjy.1:uc009M]z 2:uc009MKa 2
Uc012hbN. 1:uc009rty. 1

UC007hW. 1:UC007hwg.1:uc011xrd.1
Uc008ib. 1

Uc008fsa.2:uc008rz.1
UC007ujv.1:uc007ujw.1
UG008VXW.1:UC00BVXy. 1:UC008VXX. 1
Uc00Beay. 1:uc008eax.1:uc008eaw.1:uc00
uco12adn.1:uc007yse.1
UC008vba.1:uc008VbP. 1:uc00BVbo. 1
UCOTyfK.1:uc007Inw.2:uc007Inx.2
uc008mfk 2
UC007vju.1:Uc007vjt1:uc007vjs.1
UCOHyfi1:uc007Inj.1:uc007Ini1:uc0 1y 1
uc007dce.1

UC00im. 1

Uc008won 2:uc008W00.2
UC009toW.2:UC009t0X 2
UC007Kig.2:uc00TKi1 1
UC007axp.1:uc007qx".1:uc011zax.1:uc007
uc00jd.2

16009plo. 1:uc009pIp. 1

uc008evo.1

UC008xbY.2:c008Xbe. 2:Uc008xbg 2:Uc008
c008imv.1
UC009b2y.1:uc009bzz.1:uc009caa. 1
Uc009Ihi 1

ucoo8pei.2

Uc009dat. 1:uc009dav. 1:uc009dau.1:uc00S
ucotzngz.1

UC007het.1:uc007hou.1

ucoosanm. 1

uc008ifx.2
UC008iz.1:uc008jzk.1:C008jzI.1:uc008jzrT
UC008ini 1:uc008in}.1:uc008ink.1
UC008IVU1:UC008IVS. 1:UCO0BIVL 1:uc00B
1c008hch1:uc009hci.1:uc009hej 1:uc009t
UC008qca.1:uc012csw. 1:uc008qcd. 1
UC0072qt.1:uc0072qu.1
1C009clc.1:uc009c1d. 1:uc008cle.1
Uc008dav. 1:uc008dqw. 1

UG007upb. 1:uc007upa.1:uc007u0z.1:uc00
UCO112gm.1:uc007vbt.2
UC007Icc.2:uc0071ce. 2:uc007fcd. 2:uc007i¢

Dyxtct
£430018J23RiK
Ebago

Gad2
Ganc:Capn3
Gas2
Gatad2b
Goet
Gefe2
Gemine

chromobox 8
cysteine conjugate-beta Iyase 2
colled-coil domain containing 101
coiled-coil domain containing 116
coled-coil domain containing 120
coiled-coil domain containing 15
colled-coil domain containing 166
coiled-coil domain containing 37
colled-coil domain containing 58
coiled-coil domain containing 71
coled-coil domain containing 9
cyciin A2

cyciin D1

cyciin D2

cyclin E1

cyclin E2

eyoiin F

cyclin Jrike

coiled-coil serine rich 1

CD44 antigen

CD63 antigen

CDC14 cell division cycle 148
cell division cycle associated 8
cadnerin 13

cyclin-dependent kinase 20
CDK2-associated protein 2
centromere protein H
centromere protein P
centrosomal protein 110
centrosomal protein 250
centrosomal protein 63

ceramide synthase 6
cysteine-rich hydrophobic domain 2
chromatin accessivilty complex 1

cel factor, alpha A
Chpips with Glu/Asp-rich

©DC28 protein kinase 1b

chioride channel CLIC-ike 1

calmin

ceroid neuronal 3, . Spi gt disease)
consortin, connexin sorting protein

contactin 4

contactin associated protein-iike 4
coenzyme Q6 homolog (yeast)

complexin3

carboxypeptidase X 1 (M14 family)

CAMP responsive element modulator

cytokine receptor-like factor 2

cryptochrome 1 (photolyase-ike)

crystalin, alpha A

crystaliin, alpha B

beta-gamma crystallin domain containing 3

CUB and Sushi multiple domains 2

cysteine and glycine-rich protein 2 binding protein
¢ . RNA pol [

small

cathepsin O
cathepsin S

cathepsin Z

cytochrome bS reductase 4

cytochrome P450, family 2, subfamily u, polypeptide 1
cytochrome P450, family 7, subfamily b, polypeptide 1
DAN domain family, member 5

DNA binding protein with his-thr domain
doublecortin-ike kinase 3

decorin

decapping enzyme, scavenger
DNA-damage-inducible transcript 4-lie
D-dopachrome tautomerase

DEAD (Asp-Glu-Ala-Asp) box polypeptide 19b

death effector domain-containing

DEAH (Asp-Glu-Ala-His) box polypeptide 29
diaphanous homolog 1 (Drosophila)

deleted in lymphocytic leukemia, 7

dermokine

dynein, axonemal assembly factor 2

DnaJ (Hsp40) homolog, subfamily G, member 12
DnaJ (Hsp40) homolog, subfamily G, member 15
deoxyribonuclease |

DPH2 homolog (S. cerevisiae)

DNA-damage regulated autophagy modulator 1
dihydrouridine synthase 2-like (SMM1, S. cerevisiae)
dyslexia susceptivility 1 candidate 1 homolog (human)
RIKEN cDNA E430018J23 gene

estrogen receptor-binding fragment-associated gene 9
endothelin converting enzyme 1

elongation factor RNA polymerase 1l 2

elongation factor RNA polymerase Il-ike 3
ELMOICED-12 domain containing 2

elongator acetyltransferase complex subunit 6

EMI domain containing 1

empty spiracles homeobox 2

ectopic P-granules autophagy protein 5 homolog (C. elegans)

epoxide hydrolase 2, cytoplasmic
ERBB receptor feedback inhibitor 1
establishment of cohesion 1 homolog 1 (S. cerevisiae)
ets variant gene 5

eyes absent 3 homolog (Drosophila)
enhancer of zeste homolog 1 (Drosophila)
fumarylacetoacetate hydrolase domain containing 2A
family with sequence similarity 105, member A
family with sequence similarity 134, member G
family with sequence similarity 163, member A
family with sequence similarity 181, member B
family with sequence similarity 185, member A
family with sequence similarity 3, member A
family with sequence similarity 57, member A
Fanconi anemia, complementation group C
F-box and WD-40 domain protein 2

ferredoxin 1

fem-1 homolog ¢ (C.elegans)

fioroblast growth factor receptor 3

fin bud initation factor homolog (zebrafish)
FKS06 binding protein 14

famesyltransferase, GAAX box, alpha
forkhead box O1

FERM domain containing 48

FERM domain containing 7

fboroblast growth factor receptor substrate 2
FtsJ homolog 2 (E. coli)

frizzled homolog 4 (Drosophila)

glutamate decarboxylase 1

glutamic acid decarboxylase 2
glucosidase:calpain 3

growth arrest specific 2

GATA zinc finger domain containing 28

glucan (1,4-alpha-), branching enzyme 1
GG-rich sequence DNA binding factor 2

gem (nuclear organelle) associated protein &

glial cellline derived neurotrophic factor family receptor alpha 2

gamma-glutamylamine cyclotransferase
gap junction protein, alpha 1



uc008uur 1
Uc009qae. 1:uc009ad. 1:uc009qac.1:uc00
UC0O7]K.1:uc007j1.1
Uco12dl.1:uc008uun.1

ucot2gti.1

Ucot1xbw.1

UG007nfm.1:uc007nfl.1
UC012bux.1:uc008joc. 1:c008job. 1:uc008]
c008ugr.1

UC008dei.1:uc008deh.1

1c009INx 2:uc012gbr.1
Uc012epx.1:uc008pi,2

Uc009ugh. 1

uc008bz.2

1c008qol.1:uc008qom. 1

Uc008eas 1:uc008eat 1

UcO12eee. 1:uc0082vz.1:uc008zvy.1:uc00E
uc007azp.1

UC008IWp. 1:uc008IWO. 1
Uc012gf0.1:uc009mch.2:uc009meg.2.
uc007ijk.1

1c009qs2.1:uc009ta. 1
UC009typ.1:uc009tyq. 1

c007ywi.1

UC007ayp.1:ucO11wke.1

UC009gzi.1:uc009g2f. 2:uc009gzh 2:uc00%
c007uol.1

c007rtu2

ucotiwax.1

UC008zku. 1:Uc008zkw. 1:uc008zkv. 1
UC009KME1:uc009kmu. 1:uc012fxk.1
UC007wor. 1:uc007wos. 1

Uc008tsg.1

C007hzi1

Uc008ada 2:uc008ac 2:uc008acz 2:uc00t
UC012hkz.1:UC0091pe 2:UC009102. 2:4c0081
Uc012erz.1:uc009dn;.2
UcOT1wpr.1:uc007cen. 1

Uc007pnw.1

uc008msh.2

UcOt1yze.1:uc007gjj1
UC007t21.2:Uc007t2k 2:uc007tzm. 1:uc007t:
UC008mpt 2:uc012cey.1
Uc012etc.1:c009edo.1:uc009edp. 1:uc00¢
UC008Kbb.1:uc008KbA. 1:UC008KbE. 1:uc00¢
UC007jdw.1:uc007jdu.1:uc007jdx.1:uc007j¢
UC00BIGY.1:Uc0081qx.1:uc008iay. :Uc008Ir
c009dvb. 1

uc009gye. 1

Uc009gxi.1
UC007alq,2:uc011wi0.1:uc009u2v. 1
UC009uqu.1:uc009uqV.1
1c009nal.1:uc009ngm. 1

uco0gesu.1

UC007lis. 1

c008ms. 1

Uc008dng 2

UC007tbd.1:uc007tbe. 1:uc007tbb. 1:uc007t
UC008xkn. 1:uc008xkm. 1

Uc009kul.1

uc008anh.1

Uc0125dd.1:uc008eyu. 1

Uc007upa.2
UC0091zb.2:c0091za.1:uc0091z6.2
uc007ige.1
Uc007xhz.1:Uc007ia.1:uc007xib. 1
UC007fkk 1:uc0071Kl.1

uc008tv.1

UC008jpz.1:uc012bv1.1

Uc0T1xuy.1:uc0T Txux.1
UC008vub.1:uc008vuc. 1

ucot2npx.1
UC009Ubh.2:uc009Ubi.2:uc009ub].2
c007lyc.1

U6007000.2:u¢00700p.2.

Uc007xip.2

UC008fiv.1

uco09aeu.1

c00700l1

Uc00Shie. 1:uc00Shi 1:uc00SiL 1:uc00Shit
UG009bfs. 1:uc009blu. 1:uc009bM. 1
UCO11xza.1:uc011xyz.1:UC007kei.1:uc007k
UC009etz.1:c00%etw.1:uc009etv. 1Uc00%€
UC0075x1.1:U00075x.1:Uc0075x5.1
UC007ebu.1:uc011wyn.1:uc007ebv.1:uc00
UC007arr 2:Uc007aru 2:uc007arv.2:uc007a
UCOTIxrm. 1:UC007gyc.2:Uc007gyd. 2:uc007
c0072i.1

UC008yad.1:uc008yae. 1:uc012dyb.1:uco0t
uc009npg.1

UC008foz.1:uco12bev.

c007rPn.1

c007pwu.1

UG007kvm 2:uc007k 2:uc007kVN 2:c007
c007ict.1

UC008ura 2:uc008urC. 2:Uc008urb.2
UC0080ig. 1:C008OIf 1:Uc0080ie.1:uc0080i
UcOT1wzu.1:uc007ehj 2:uc007ehk 2
UC008ybp.1:uc008ybo. 1
UC009hge.1:uc009hgd. 1

c007uht 1

Uc008muv.2

Uc007mgs.1:uc007mgr.1
UC008rTv.2:uc008rfw.2:uc008rx.2
c008vnu.2

UC007fd 2:uc007fe.2
UCOT1WD.1:uc0070vn. 1:uc007cvo. 1
UC008rth.2:Uc008He. 1:uc008IMd. 1
UC012cju.1:uc0126jz.1:uc01 26}t 1:uc012c]y
UCO0BEXq2:UCO0BCXP. 21UCO0BEX2:Uc008
UCOH1ypl.1:uc0070ii.1

C007qhp.2

Uc007giw.1

UC008VgN 1:uc008vgo. 1

Uc008pm. 1:uco08pm. 1

Uc008xcx.1

1C008apn. 1:uc008qpo. 1

ue007mav.1

UC008jrx.2:uc012bvn. 1:uc008]ry.2:uc008j
Uc008igk.1

UC007yyg. 1:uc007yy}.1:uc007yyi.1:uc007y
UG008XOr.1:UC008X0S. 1:UC008XO1.1:Uc008)
UC009duz 2:Uc01285y.1:UcO12esx. 1
UC008rai 2:uc008ram 2:uc008raj,2:uc008r
uc012cmd. 1:uc008oig. 1

Uc008giz.1

c009gaw.2

gap junction protein, alpha 4
glucuronyl C5-epimerase

predicted gene 12296

predicted gene 12942

predicted gene 684

predicted gene 9767

predicted gene 9866

golgi autoantigen, golgin subfamily a, 1

GG-rich promoter binding protein 1-iike 1

G protein-coupled receptor 108

G protein-coupled receptor 124

G protein-coupled receptor 171

G-protein coupled receptor 173

G-protein coupled receplor 88

G protein-coupled receptor 89

growth regulation by estrogen i breast cancer-ike
general transcription factor Il | repeat domain-containing 1
general transcription factor IIC, polypeptide 3

HAUS augmin-fike complex, subunit 2

4HAUS augmin-fike complex, suburit 8

hemoglobin alpha, adult chain 2

hypocretin (orexin) receptor 2

histone deacetylase 8

hairy and enhancer of spiit 1 (Drosophila)
3-hydroxyisobutyryl-Coenzyme A hydrolase

human immunodeficiency virus type | enhancer binding protein 1
high-mobilty group nucleosome binding domain 5

HMG box domain containing 3

homeodomain leucine zipper-encoding gene
Hermansky-Pudiak syndrome 5 homolog (human)
hairless

5-hydroxytryptamine (serotonin) receptor 1A
5-hydroxytryptamine (serotonin) receptor 5B

hydrogen voltage-gated channel 1

interferon induced transmembrane protein 10
intraflagellar transport 27

intrafiagellar transport 74

insulin-lie growth factor binding protein 3

i in superfaily, member e cell protein 4
inhibitor of kappaB kinase gamma

interleukin 17 receptor A

inhibitor of growth family, mernber 5

inhibin beta-A

insulinoma-associated 1

inositol 1,3,4,5,6-pentakisphosphate 2-kinase

interferon regulatory factor 9

isthmin 1 homolog (zebrafish)

integrin alpha FG-GAP repeat containing 2

integrin alpha 6

jumonji domain containing 4

Katanin p60 subunit A-lie 2

potassium voltage-gated channel, shaker-related subfamily, member 1
potassium inwardly rectifying channel, subfamily J, member 11
potassium inwardly-rectifying channel, subfamily J, member 14
potassium voltage-gated channel, subfamily Q, member 5
Kruppel-ike factor 8

Kelch-like 36

kelch-like 42

Keratin 12

late endosomalllysosomal adaptor, MAPK and MTOR activator 3
limb-bud and heart

LIM domain binding 3

leucine-rich repeat LGI family, member 2

ligase IV, DNA, ATP-dependent

Lixt-like

lamin B1

Iysophosphatidic acid receptor 6

eucine ich repeat and fioronectin type Iil domain containing 1
leucine rich repeat containing 20

leucine-rich repeat kinase 2

leucine rich repeat transmembrane neuronal 3

leucine rich adaplor protein 1-like

LY6/PLAUR domain containing 68

LYR molif containing 7

MAD2 mitotic arrest deficient-iike 2

melanoma antigen family B, 16

magnesium transporter 1

mitogen-activated protein kinase kinase kinase 3
mitogen-activated protein kinase kinase kinase 9
mitogen-activated protein kinase 11

melanocortin 4 receptor

minichromosome maintenance deficient 7 (S. cerevisiae)
mediator of RNA polymerase Il transcription, subunit 6 homolog (yeast)
myocyte enhancer factor 2A

mesoderm specifc transcript

methyltransferase like 16

methyltransferase like 20

methyltransferase like 6

major faciltator superfamily domain containing 78
mannoside acetylglucosaminyliransferase 4, isoenzyme A
mannosyl (alpha-1, beta-1.

MIS18 kinetochore protein homolog A (S. pombe)
MOB kinase activator 18
M phase phosphoprotein 6
maestro
mitochondrial ribosomal protein 527
MRS2 magnesium homeostasis fector homolog (S. cerevisiae)
musashi RNA-binding protein 2
male-specifc lethal 3-iike 2 (Drosophila)
metal response element binding transcription factor 1
mitochondrial ribosome associated GTPase 2
(NADP+ dependent) 1-like
methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 2-like
myotubularin related protein 10
myotubularin related protein 9
N-acetylneuraminic acid phosphatase
N-acetyltransferase 9 (GCNS-related, putative)
N (neparin 4
NECAP endocytosis associated 2

neural precursor 3
NIMA (never in mitosis gene a)-related expressed kinase 7
nexiin

nuclear factor of activated T cells, cytoplasmic, calcineurin dependent 2
nuclear transcription factor-Y alpha

neuroglobin

NHL repeat containing 1

ninjurin 1

NIPA-like domain containing 3

NMD3 homolog (S. cerevisiae)

NOP14 nuclelar protein

notch 2

neuronal pentraxin 1

nuclear receptor subfarily 4, group A, member 2
Notoh-regulated ankyrin repeat protein

negative regulator of reactive oxygen species
NOL1/NOP2/Sun domain farily, member 7

neurotrophin 3

netrin G1

neurotensin receptor 1

nudix (nucleoside diphosphate linked moiety X)-type motif 22
nucleoporin 62

isozyme G (putative)



UC012hpa. 1:uc00ulr2 N2 nuclear transport factor 2-like export factor 2
Uc007dmi 2 Offmizd olfactomedin-iike 28

c0072x1.1 Oiigt oligodendrocyte transcription factor 1

ucoostef.1 Onecut2 one cut domain, family member 2

c007tx.1 Osgep Osialoglycoprotein endopeptidase
Uc007azb1:uc007aza.1:uc007a2d. 1:uc00 Osgeplt O-sialoglycoprotein endopeptidase-like 1

uc008qva.1 Ovgpt oviductal glycoprotein 1

UC007sy! 2:uc0075yg.2:uc007syh.2 Oxnad1 oxidoreductase NAD-binding domain containing 1
UC008yqq1:uc008yGt 2:uc008Yqr.2:Uc008! Pan2 purinergic receptor P2X, ligand-gated ion channel, 2
UC008yfq.1:uc008yfr 1:uc00Byfs. 1:uc008yf Pagr3 progestin and adipoQ receptor family member Il

uco12ake. 1uc012akb.1:uc008ak] 1:uco12 Park2 Parkinson disease (autosomal recessive, juvenile) 2, parkin
UC009jgs. 1:uc008jgt 1:uc00Sjgu. 1 Panva parvin, alpha

c0071j2 Pobd1 pterin 4 alpha carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1) 1
uc007qrz.1 Pebd2 pterin 4 alpha carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1) 2
UC0071pq,2:uc011xgH.1:uc011xge 1:uc011x Padhis protocadherin 15

uc008epy. 1 Pedhbi3 protocadherin beta 13

UC008gxp.2:uc008gxq.2:Uc008gXT.1 Posks proprotein convertase subtiisin/kexin type 5
Uc009caz.2:uc009cbd. 2:uc009CHb. 2:Uc00¢ Pdetc phosphodiesterase 1C

Uc012eps.1:uc009dcd.2:uc009dce. 1:c00t Pdzm3 PDZ domain containing RING finger 3

Uc007eka 2:uc007ekt 2:uc007eks. 2:uc007 Phactr2 phosphatase and actin regulator 2

Uc008an].2:uc008ank 2 Phf10 PHD finger protein 10

UC009jwb.2:uc000jwa.2:uc008]we.2 Phikg2 phosphorylase kinase, gamma 2 (testis)

1c008dun.1 Pigt phosphatidyinositol glycan anchor biosynthesis, class
UCO0Bifv.1:uc008jfw.1 PipsKit phosphatidyinositol-4-phosphate 5-kinase-like 1
UC008z51.1:uc00828].1 Piwill piwi-like RNA-mediated gene silencing 1
UcO11xat.1:uc007ekl.2:uc007ekk 2ucOT1x Plagl pleiomorphic adenoma gene-like 1

UC008V0Z.1:UC008Vpa 2:Uc008vpb. 1 Plekhm2 pleckstrin homology domain containing, family M (with RUN domain) member 2
UC009rar. 1:uc009ras. 1 Plscrd phospholipid scramblase 4

C009fip.1 Pomalt PNMA-ike 1

UC007xbw. 1:uc0112x1.1 Prplad patatin-like phospholipase domain containing 3
UCOT1xmi.1:uc007gxh. 1:Uc007gxi.1:uc011 Poctb POC1 centrolar protein homolog B (Chlamydomonas)
UC012fjg.1:uc009gpx.2 Poidt polymerase (DNA directed), delta 1, catalytic subunit
UC007ht2:ucOTxrT.1 Poim polymerase (DNA directed), mu
UC009jng.2:uc009jnh.2:uc00gjnt.2 Polrde polymerase (RNA) Iil (DNA directed) polypeptide E
UG007VIv.2:Uc007VIu.2 Popt processing of precursor 1, ribonuclease PIMRP family, (S. cerevisiae)
UC009put.1:uc009puu. 1:uc00gpuv. 1 Ppode phosphopantothenoyloysteine decarboxylase

Uc008uow.1 Ppie peptidylprolylisomerase E (cyclophilin E)

UC012g25.1:uc009rjd. 1 Ppmim protein phosphatase 1M

Uc008ohp.1 Ppp1rad protein phosphatase 1, regulatory subunit 3D

uc007eci.1 Ppp2rsa protein phosphatase 2, regulatory subunit B (B56), alpha isoform
Uc00iye. 1 Prkcdbp protein kinase C, delta binding protein

Uc008ovs. 1 Prici protein kinase C, iota

Uc009gst.1:uc009gsh. 1:uc009gsg.1:uc009 Prmt1 protein arginine N-methyltransferase 1

uco08ach.1 Psmgt proteasome (prosome, macropain) assembly chaperone 1
UC007qxv.1:uc007qxw.1:Uc007qxy. 1:Uc007 Ptent patched homolog 1

Uc008ist. 1 Pigds prostaglandin D2 synthase (brain)

UC009ru0.1:uc009rup. 1:Uc009rug.1 Pthir parathyroid hormone 1 receptor

uco0sbia.1 Pt pleiotrophin

UC008 T 1:uc008NNV1:uc008NZ.1:uc008r Ptort protein tyrosine phosphatase, receptor type, T

ucoospla.1 Pi3 pentraxin related gene

UcO12dsw.1:Uc008Wqo.1:uc008wan. 1 Pus7 pseudouridylate synthase 7 homolog (S. cerevisiae)

1C009ind. 2:uc009fne.2 Puil2 poliovirus receptor-related 2

uco08njm.1 Pxmpa peroxisomal membrane protein 4

Uc008dpw.1:uc008dpv.1 Qpot glutaminy-peptide cyclotransferase (glutaminyl cyclase)
Uc0080ed. 1:uc0080ee. 1 Rab22a RAB22A, member RAS oncogene family
Uc009qqw.1:uc009qqv.1:uc009qqx.1:uc01 Rab27a RAB27A, member RAS oncogene farmily

uc008vay.1 Rab42 RABA42, member RAS oncogene family

uco07esc.1 Rabif RAB interacting factor

Uc008ygm. 1:uc008ygl.1:uc008ygk.1 Rasgefib RasGEF domain family, member 18

uco12inp.1:uc009ial.2 Recd1 RCC1 domain containing 1

uc007pck.1 Roorl REST corepressor 1

UC007nzz.1:uc0070aa. 1 Rt retinol dehydrogenase 11

Uc007uoi.1 Reopd receptor accessory protein 4

uco0gesr.1 Rep1s RABI5 effector protein

Uc012euy. 1:uc00%emr 2:uc009ems 2:uc00 erg RAS-like, estrogen-regulated, growth-inhi

UCOHxsx.1:uc007ib2 Rhibaf1 thomboid family 1 (Drosophila)
UC007voe.1:uc01125k.1:uc007vod. 1:uc007 Rims2 regulating synaptic membrane exocytosis 2
uc012dsx.1:uc008wqq. 1:uc00Bwap. 1 Rinti RADS0 interactor 1

UC007qaw.1:uc007qax.1:uc007qay.1 Ripkt receptor (TNFRSF)-nteracting serine-threonine kinase 1
G007t 2:uc007nfu.2 Rnaseht ribonuclease Hiprotein

Uc007ugl 1 Rnaseh2b ribonuclease H2, subunit B

ucOT1wpz.1:ucotiwpy.1 Rnf152 fing finger protein 152

UC009Ihp. 1:uc00IN.1:c012gbo.1:uc009lH Rnf170 ting finger protein 170

UC007t21.1:u007t2},1 Rnf31 ting finger protein 31

UC008wuC.1:uc0120lt. 1:uc008wud.1:uc00¢ Rnfa2 ting finger protein 32

UC008bt.1:uc008VbU.1 Rpa2 replication protein A2

uc008jrp.1 Rprm reprimo, TP53 dependent G2 arrest mediator candidate
ucot2dpg.1 Rps19-ps3 ribosomal protein §19, pseudogene 3

uc007dzq.1 Rp1S ribosomal RNA processing 15 homolog (. cerevisiae)
UC008bVt2:c008bvU.2 Ripib ribosomal RNA processing 1 homolog B (S. cerevisiae)
C007201.1 Rwdd2b RWD domain containing 28

UC008rdp.2:uc008rdo.2:uc008rdg 2:uc008! Rwdda RWD domain containing 3

Uc007Muc2 S1000 $100 protein, beta polypeptide, neural

Uc0090ks.2 stprs sphingosine-1-phosphate receptor 5
UCOT125w.1:uc007ri1:uc007vr] 1 samdi2 sterile alpha moltif domain containing 12

UC007tho. 2:uc007thn. 2:uc007thp1:uc007t Samd4 sterile alpha motif domain containing 4

uco0sydm. 1 Scarbe scavenger receptor class B, member 2

UCOtyci.1:uc007kve.2 Scpept serine carboxypeptidase 1

Uc011xgs.1:uc007hut.2 Sectai SEC14-like 3 (3. cerevisiae)

UC009pymM.2:Uc009pY0. 2:uc012gup. 1:uc0C Senps SUMOIsentrin specifc peptidase 8

uc007pz2.1 Serpinbg serine (or cysteine) peptidase inhibitor, clade B, member 9
UC007idd. 1:c007idc.1:uc007ide.1:uc007ic Sertad2 SERTA domain containing 2

UC007j0.1:Uc007jp.1:uc007 g, 1 Shapxdzb SH3 and PX domains 28

UG007yfr1:uc007yM 2:uc007yls.2 Shisag shisa homolog 9 (Xenopus laevis)
Uc0090ve.1:uc0090v1.1:uc0090vg.1 Siae sialic acid acetylesterase

ucoogpia.1 Siah2 seven in absentia 2

UC0071k! 2:uc007tke.2 sirtt sirtuin 1

UC007pew.2:uc007pev.2 Sivat SIVA1, apoptosis-inducing factor

UC007jtz.2:uc007jua2 Slct6att solute carrier family 16 (monocarboxylic acid transporters), member 11
1c007btd.1 Slct6ate solute carrier family 16 (monacarboxylic acid transporters), member 14
UC012gx.1:uc009quo0. 1:uc009qup.1 Sle17as solute carrier family 17 (anion/sugar transporter), member 5
UC007gsi.1:uc007gsk 2 Slc17a8 solute carrier family 17 (sodium-dependent inorganic phosphate cotransporter), member 8
UG007Ive 2:Uc0071vd 2:uc007Ive.1:uc007h Sic19at solute carrier family 19 (folate transporter), member 1

Uc008arl 2:uc008qm.2:uc008qM.2 Slc22a1s solute carrier family 22 (organic anion/cation transporter), member 15
Uc007ixc.2 Sic22a5 solute carrier family 22 (organic cation transporter), member 5
Uc009icz 2 Slc2sats solute carrier family 25 (mitochondrial carrier omithine transporter), member 15
Uc012axd.1:uc008dob. 1 Sic30a6 solute carrier family 30 (zinc transporter), member 6

ucoosrbt.2 slcaoa? solute carrier family 30 (zinc transporter), member 7

uc008pyn.2 Sicsoat solute carrier family 50 (sugar transporter), member 1
UC009fp.2:uc009nfr2:uc009Nfs 2:uc009N Slc7agos solute carrier family 7, member 6 opposite strand
Uc007mgp.1:uc007mgq. 1 Slegadrt solute carrier family 9 (sodium/hydrogen exchanger), member 3 regulator 1
UC008ige. 2:uc0081qd.1:uc012bfa. 1 Smad7 SMAD family member 7

UG007Wvj 2:UC007WVK. 2:Uc007wvi 2:uc007 Smerl ‘Smith-Magenis syndrome chromosome region, candidate 7-iike (human)
uc0072yx.1 smimt1 smallintegral mermbrane protein 11

Uc008tag.1 Smim3 smallintegral membrane protein 3

uc0070x.2 Snhgt0 small nucleolar RNA host gene (non-protein coding) 10
Ucotizqz 1 Snord72 small nucleolar RNA, G/D box 72

Uc012c0r.1:uc01200.1 Sox2ot:Mir1897 'SOX2 overlapping transcript (non-protein coding):microRNA 1897
UC008kej 2 spo trans-acting transcription factor 9

UG007vMN.1:c007vMo. 1:uc007vmp.1 Spagt sperm associated antigen 1

UC008ri.1:uc012¢2.1:uc008rrj 1 Spatat spermatogenesis associated 1

1c0091sd.1 Spos3 signal peptidase complex subunit 3 homolog (S. cerevisiae)
UC008ioh.2:uc008io].2:Uc008i01.2 Spop! speckle-type POZ protein-fike

c009gzx.2 Sptyzdi SPT2, Suppressor of Ty, domain containing 1 (S. cerevisiae)
UcO12ayk.1:uc008dud 2:uc012ay] 1:uc008 Srbat S1 RNA binding domain 1

UC007x2u.1:uc007xzt 1 s sarcalumenin

uc008new.1 st sulfiredoxin 1 homolog (S. cerevisiae)

Uc007mep.1:uc007meq, 1:ucO tyha. 1 sstr2 somatostatin receptor 2

c009Ihb. 1 Star steroidogenic acute fegulatory protein

UC007Ige. 1:uc007lge 1:uc0071gd. 1 Stard3 START domain containing 3

Uc008eir.1:uc008eis. 1 Stard4 StAR-elated ipid transfer (START) domain containing 4



Uc009ida.1
UC007Imj 2:uc007Imi 2:uc007Imk. 1
UC008yda.1:uc008ydo. 1:uc008ydp. 1
UCO112r2.1:uc007viz 1

UC007]nh. 1:G007]n.1:UC007]nk.1:uc007jn
UC009gxa 1:uc009gxb.2

c009dd.2

Uc008cge.1:uc008cag. 1:uc008cqf 1:uc008
G005 2:Uc0095Nq.2:uc009sn.1
uco0gonc.2

Uc007ofs. 1:uc007ofr1

Uc008rky.2

Uc008aka 2:uc008aks 2:uc008akt 2:uc012
UC007vS1.1:Uc007vSS.1:uc007vSv.1 uc007y
UC007pmp. 1:uc007pmq, 1:uc007pms. 1:uct
ucotizwy 1

UC008yzx.1:uc008yzy.1
UG007gKr1:UC007gks. 1
UC0070s.2:Uc00705g,2:uc0070sh.1:uc007
Uc00829¢.1:uc00829d.1:uc012ec. 1
UC009Ikb. 1:uc008lke. 1:uc009kke. 1
Uc009crk 2:uc009cr].2

UC008ylz 2:uc008yma.2
UC009pyx.2:uc009pyY.2

Uc009ayj2

Uc009dek 1:uc009del. 1

uc009cdj.1

Uc007Whp.1

UC008qbt.1:uc009Gbs. 1:uc009abr. 1
Uc007kwm. 1

G007 1:uc007xjn. 1

c007yeq. 1

Uc008g2d.1:uc008gze. 1:Uc008g21.1:uc008
Uc008gqc.1:uc008gqb. 1

Uc009nna. 1:uc012gky.1
UC007211.1:uc007zfe. 1
UC008sqv.1:uc012ddd. 1:uc012ddc.1
Uc007ena 2:uc007enb.2

Uc008dbt.2

uc007dea2

UC007WxmM. 1:uc007wxn. 1
UC008XS.2:UC008rXL.1:Uc008rku. 1
UC007et 1:uc011xcj 4:uc011xci.1:uc007ete
UC008zuc. 2:uc0082ud.2

Uc007cax 2:uc007cay.2

uc007ewa.1

UC007jc2.1:uc007jcy. 1:ucO 11XV} 1:uc007jd:
Uc008evi 2:uc012bcp. 1
UC008qqy.2:uc008qra 2:uc008qqz.2
UC007ipd.2:uc007ipt.1

UC008uOr 1:Uc008u0S.1

c007v

UC008Ifs 1:c008IIr1:uc008IIq. 1

UC007yun 2:uc007yu0.2:uc007yug 2:uc00
1c009gKj.1

Uc012eij.1:uc009bar. 1

ucotiwwd.1
UC008Igt.1:uc008Igu.1:uc008Igv.1
Uc008kew.2

ucot2dal1

UC008tka. 1:Uc00BHKr.1:uc008tks. 1
UC008izk.1
UC008ITW.2:uC01267i1:Uc008rTX, 1:UC0120:
UC012wd. 1:UC009kgM.2:uc008kg| 2:Uc00¢
UC009kw. 1:uc0121zp. 1:uc00%kwe. 1:ucO1:
Uc009edh. 1:uc009edi1
UC012c2w.1:uc008r0.2

uc009gxc. 1

Uc008veb.1:uc012dma.1
UC012hc0.1:uc00950y.2:Uc0095CX.2:Uc012
c009qrb.1

UG007hgm. 1:uc007hgo. 1:uc007hgn.1:uc0C
UC009ku.1:Uc009NKv. 1:UC009kW.1:ucO1:
1c009diz.1:uc009dty.1:uc009dtx. 1:uc009d
c007xz2.2

UC00BgWv.1:UC008gWW. 1:UC00BgWX. 1:uCO!
UC007076.1:4c007024.1:uc00702¢.1:Uc00}
Uc009gs.1:uc009gqr.1:uc009gqt 1
uc009jna. 1:uco0gjmz. 1

Uc009gem. 1:uc009gen. 1:uc009qe0. 1
UC00Btev.1:uc008teu.1:uc008tet 1
Uc00jey. 1
UC009ikv.2:uc00iKkw.2:uc012fpu. 1:Uc009ik
Uc009n0c. 2:uc009n0d.2

1c009tth.1

UC007wxy.1:uc007wxz 1

G009 1:uc009jim.1

Uc007kzi 2

ucoosjhu.1

uc008uwy.1:uc008uwz.1

Uc007hni. 1

UC008mha 2:1uc008Mhc.2

UC008xks. 1:uc008xKt 1:uc008Kkv.1:uc008)
uc00800a. 1

UC008byk.1:Uc008bYj.1

uc009sfi.1

UC009ai.1:uc009aju. 1:uc009ait 1
1c009dld.1:uc009dlc.1

UC009tbi.1

G007t 1:uc007ju. 1:uc007jv.1

UC009fes. 1:uc012ezd 1:uc009%er.1
UC00BtbW.1:uc008tDx. 1

uc007jen.1
Uc012bzk.1:uc012b2].1:uc008kwh. 1
Uc009gck 214009902
Uc008ara.1:uc008aqy.1:uc008aqz. 1
Uc009ibp.2

Uc009fpt.1
UG007ipv.1:u007ipX.1:uc007ipw: 1:uc007iF
UC008obi.1:UC0080bK.1:uc0080bI. 1
c009gnd.2

UC009fxm.1:uc009.1
Uc007pca.2:uc011yuu.1

c007rba.2

Uc009lxc.1

UC007qww 2:Uc007qWy.2:uc007qwx.2
Uc012alp.1:uc008arg 2:uc008ar.2
uco12exo.1

1c009nsj.1

U6007v0.1:uc007vor. 1:uc007vos. 1
UcO12ex!.1:uc009fbv. 1

G007l 1:uc007jle.1:uc007jid.1
UC009ugx.1:uc009ugw.1:uc012hon. 1:uc00
UC007pqd. 1:uc007pge. 1:uc007pat 1
e007jip-2

Uc009abm.2:uc012gva.t

Tofaip3
Trfaipsit
Tor
Tob2

Trpsaitt
Trpea
Tshz3

Tspant2
ot

Ziscan6
Zmat1:AK038525
Zscani2
Zswim?
Zwilch

StAR-related lipd transfer (START) domain containing 5
signal transducer and activator of transcription 58
starch binding domain 1

serinefthreonine kinase 3

syntaxin 8

sulfotransferase family, cytosolic, 28, member 1
sulfatase modifying factor 1

suppressor of Ty 3

suppressor of variegation 3-9 homolog 1 (Drosophila)
SWIM type zinc finger 7 associated protein 1
synapse differentiation inducing 1 like

tachykinin receptor 3

threonyRNA synthetase 2, mitochondrial (putative)
TBC1 domain family, member 31

tubulin-specific chaperone E

ransforming growth factor beta regulated gene 3
trichoplein, keratin fiament binding

t-complex 11 (mouse) like 2

tyrosyl-DNA phosphodiesterase 1

tescalcin

testis expressed gene 15

transforming growth factor alpha

transforming growth factor, beta receptor Il
thrombospondin, type I, domain containing 4
thrombospondin, type I, domain containing 7A
THUMP domain containing 3

tigger transposable element derived 2

tigger transposable element derived 5

imeless interacting protein

transmembrane protein 100

transmembrane protein 117

transmembrane protein 186

transmembrane protein 2

transmembrane protein 216

transmembrane protein 231

transmembrane protein 39

transmembrane protein 88

tumor necrosis factor, alpharinduced protein 3
tumor necrosis factor, alpharinduced protein 8-like 1
tenascin R

transducer of ERBB2, 2

thymocyte selection-associated high mobilty group box
tumor protein Ds2-like 1

protein-tyrosine sulfotransferase 1

TRAF interacting protein 1

TRAFS interacting protein 2

ripartte motif-containing 11

tripartte motif-containing 36

ripartte motif-containing 45

triparite motif-containing 7

1RNA isopentenyltransferase 1

RNA methyltranferase 12

ransformation related protein 53 inducible protein 11
ransformation related protein 63

teashin zinc finger family member 3

tetraspanin 12

thiosulfate sulfuriransferase (hodanese)-like domain containing 1

tetratricopeptide repeat domain 17
tetratricopeptide repeat domain 30A1

tetratricopeptide repeat domain 34

tetratricopeptide repeat domain 398

transcription termination factor, RNA polymerase |
tubulin tyrosine ligase-like family, member 7

tubulin, gamma complex associated protein 2

tubulin, gamma complex associated protein 3

tubby-fike protein 3

RNAyW synthesizing protein 3 homolog (S. cerevisiae)
ubiquitin-conjugating enzyme E2C binding protein

UBX domain protein 11

unc-13 homolog G (C. elegans)
ubiquitin specific peptidase 15

Vac14 homolog (S. cerevisiae)
vesicle-associated membrane protein 1
vasorin

vacuolar protein sorting 13A (yeast)

vaceinia related kinase 1

vaceinia related kinase 3

von Willebrand factor A domain containing 3A
von Willebrand factor A domain containing 9
WD repeat domain 31

WEE 1 homolog 1 (S. pombe)
wingless-related MMTV integration site 11
WW domain-containing oxidoreductase
X-linked lymphocyte-regulated 38

Xeray repair complementing defective repair in Chinese hamster cells 6

xylosylransferase 1
xylosyltransferase II

zinc finger and BTB domain containing 34
zin finger and BTB domain containing 8b
zin finger CGCH type containing 10

zin finger CCCH type containing 6

zinc finger, CCHC domain containing 4

zinc finger homeodomain 4

zinc finger protein 101

zin finger protein 105

zinc finger protein 12

zinc finger protein 239

zinc finger protein 28

zinc finger protein 287

zin finger protein 324

zinc finger protein 37

zinc finger protein 39

zinc finger protein 408

zinc finger protein 420

zinc finger protein 53

zinc finger protein 592

zinc finger protein 61

zinc finger protein 62

zinc finger protein 64

zinc finger protein 719

zinc finger protein 7808

zinc finger protein 839

zinc finger protein 87

zinc finger protein 930

zin finger protein 935

zinc finger protein 944

zinc finger protein 954

zinc finger protein, mutttype 1

zinc finger protein, multtype 2

zinc finger, imprinted 1

zinc finger with KRAB and SCAN domains 6
zinc finger, matin type 1:RIKEN cDNA 3632454122 gene
zinc finger and SCAN domain containing 12
zinc finger SWIN-type containing 7

2wilch inetochore protein



