
F0DU8Q401A2D1F.gene1 (17)*

FZ99JIT01EJZ1F.gene1 (1)*

F0DU8Q401BA2YZ.gene1 (16)*

FZ99JIT02H2PR7.gene1 (4)*

FZ99JIT02H0DF8.gene1 (6)*

Marinobacter sp. ELB17

F0QNJ4P02GPFXH.gene1 (1)*

FZ99JIT02FOO5R.gene1 (1)*

F0FUDBH01EWDKO.gene 1 (5)*

F0QNJ4P02GHE2I.gene1 (1)*

alpha proteobacterium BAL199

Oxalobacteraceaebacterium IMCC9480

SphingomonaselodeaATCC 31461

F0FUDBH01CJ64E.gene1 (12)*

F0FUDBH01CZ55T.gene1 (8)*

F0DU8Q402FQ4AA.gene1 (11)*

F0DU8Q402IG9CQ.gene1 (10)*

F0QNJ4P02HVSO1.gene1 (12)*

FZ99JIT01DK77O.gene1 (1)*

Thioalkalimicrobium cyclicum ALM1

F0QNJ4P02F3IUQ.gene1 (1)*

Octadecabacter antarcticus 307

Octadecabacter articus 238

F0QNJ4P02I88N4.gene1 (1)*

Salinibacter ruberDSM 13855

F0DU8Q402IW7NC.gene1 (1)*

CandidatusAquiluna rubra

CandidatusAquiluna sp. IMCC13023

Vibriosp. AND4

CandidatusPelagibacterubiqueHTCC1062

gamma proteobacterium eBACHOT4E07

F0QNJ4P02IL3R8.gene1 (1)*

Haliscomenobacter hydrossis DSM 1100

F0DU8Q401BI4QI.gene1 (1)*

Psychroflexus torquis ATCC 700755

Psychroflexus gondwanensis

F0QNJ4P02FHW21.gene1 (11)*

F0DU8Q401BAS89.gene 1 (7)*

F05F52101AU1DQ.gene1 (1)*

F0DU8Q401DRUEK.gene1 (2)*

DokdoniadonghaensisMED134

Polaribacter sp. MED152

Polaribacter irgensii 23-P

Gillisia limnaeaDSM 15749

Flavobacteriabacterium BAL38

Flavobacterium frigorisPS1

Krokinobacter sp. 4H-3-7-5

Flavobacteriabacterium MS024-3C

Mesoflavibacter zeaxanthinifaciensS86

HalobacteriumsalinarumR1
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