TCGA_ID BAT40 TGFBII BAT26 BAT25 D17S250 D5S346 D2S123 Penta_D Penta_E 7_marker 5 _marker #with _data #somatic_MSI MSIsensor #somatic annotation

TCGA-B5-A11H 1 4 1 1 3 3 2 2 6 MSI-H MSI-H 11175 4541 40.64 1017
TCGA-AP-AOLT 1 4 1 1 1 2 1 2 6 MSI-H MSI-H 10348 3925 37.93 664
TCGA-AX-A060 1 1 1 1 2 2 3 6 6 MSI-H MSI-H 10802 4066 37.64 697
TCGA-A5-A0GB 1 4 1 1 2 2 1 2 6 MSI-H MSI-H 11591 4316 37.24 714
TCGA-AX-A063 1 4 1 1 1 2 2 6 2 MSI-H MSI-H 10260 3603 35.12 986
TCGA-AP-AOLD 1 1 1 1 2 2 3 6 6 MSI-H MSI-H 12335 4320 35.02 491
TCGA-D1-A174 1 4 1 1 3 2 3 4 4 MSI-H MSI-H 10135 3515 34.68 743
TCGA-AP-AOLE 1 4 1 1 2 2 3 2 6 MSI-H MSI-H 9176 3032 33.04 518
TCGA-AP-A054 1 4 1 1 2 2 1 4 2 MSI-H MSI-H 10774 3557 33.01 1132
TCGA-BS-AO0T] 1 4 1 1 1 1 2 6 2 MSI-H MSI-H 11145 3615 32.44 643
TCGA-AX-A05S 1 4 1 1 3 2 3 6 6 MSI-H MSI-H 10791 3483 32.28 526
TCGA-AP-A051 1 1 1 1 2 4 3 6 4 MSI-H MSI-H 11036 3550 32.17 9105
TCGA-AX-A0J1 1 4 1 1 3 2 1 6 2 MSI-H MSI-H 10159 3154 31.05 5501
TCGA-A5-AOGH 1 1 1 1 1 3 1 6 6 MSI-H MSI-H 10468 3230 30.86 438
TCGA-D1-A177 1 4 1 1 2 2 3 2 6 MSI-H MSI-H 9422 2861 30.37 776
TCGA-D1-Al163 1 4 1 1 3 3 2 2 2 MSI-H MSI-H 10274 3109 30.26 546
TCGA-D1-A17H 1 4 1 1 3 1 3 1 6 MSI-H MSI-H 8222 2455 29.86 620
TCGA-B5-A0JZ 1 4 1 1 3 2 3 6 6 MSI-H MSI-H 11893 3547 29.82 480
TCGA-BG-AOM4 1 4 1 1 2 2 3 2 4 MSI-H MSI-H 9797 2851 29.1 460
TCGA-BS-AOUM 1 4 1 1 1 2 3 6 6 MSI-H MSI-H 8699 2527 29.05 374
TCGA-D1-A0ZS 1 4 1 1 3 6 6 4 2 MSI-H MSI-H 11953 3449 28.85 405
TCGA-B5-A11G 1 4 2 2 3 3 3 2 6 MSI-H MSI-H 11203 3200 28.56 530
TCGA-D1-A17U 1 4 1 1 3 3 3 2 6 MSI-H MSI-H 8713 2463 28.27 351
TCGA-D1-A0ZO 1 4 1 1 1 2 2 6 2 MSI-H MSI-H 9979 2790 27.96 573
TCGA-B5-A0JR 1 4 1 1 3 6 3 1 5 MSI-H MSI-H 10305 2815 27.32 623
TCGA-B5-A11U 1 4 1 1 3 3 3 6 6 MSI-H MSI-H 11266 3075 27.29 341
TCGA-BG-AOLX 1 4 1 1 3 6 1 4 6 MSI-H MSI-H 9891 2626 26.55 478
TCGA-DI-AOWH 1 4 1 1 2 2 3 6 4 MSI-H MSI-H 8619 2234 25.92 517
TCGA-A5-AOGW 4 4 1 1 1 2 2 6 3 MSI-H MSI-H 10444 2699 25.84 315
TCGA-AP-AOLG 1 4 1 2 2 4 2 6 6 MSI-H MSI-H 11393 2898 25.44 410
TCGA-D1-Al167 1 4 1 1 6 6 5 3 2 MSI-H MSI-H 8531 2102 24.64 1959
TCGA-AX-AO6H 1 4 1 1 2 3 3 2 6 MSI-H MSI-H 11074 2677 24.17 409
TCGA-BS-AOUS8 1 4 1 1 2 5 2 6 1 MSI-H MSI-H 10743 2568 23.9 404
TCGA-B5-A11) 1 4 1 1 3 2 3 6 6 MSI-H MSI-H 10788 2556 23.69 444
TCGA-BG-A18B 1 4 1 1 4 2 6 3 6 MSI-H MSI-H 9061 2113 23.32 356
TCGA-B5-A0JV 1 4 1 1 2 2 1 6 2 MSI-H MSI-H 11180 2580 23.08 291
TCGA-BG-A0VZ 1 4 1 1 3 5 3 6 6 MSI-H MSI-H 7372 1690 22.92 339
TCGA-B5-A0K9 1 1 1 1 3 3 1 2 6 MSI-H MSI-H 8463 1932 22.83 738
TCGA-BG-AOMQ 1 4 1 1 1 6 1 6 5 MSI-H MSI-H 8178 1862 22.77 606
TCGA-D1-Al16F 1 4 1 1 3 2 3 2 2 MSI-H MSI-H 10375 2347 22.62 406
TCGA-A5-A0GY 1 4 1 1 1 3 5 3 6 MSI-H MSI-H 10130 2229 22 259
TCGA-D1-A160 1 4 1 1 6 2 3 2 4 MSI-H MSI-H 9547 2077 21.76 484
TCGA-BK-A0C9 1 4 1 1 2 3 3 6 6 MSI-H MSI-H 10608 2305 21.73 466
TCGA-BS-AOTA 1 1 1 1 3 1 4 6 5 MSI-H MSI-H 7195 1364 18.96 414
TCGA-D1-A176 1 4 1 1 1 2 3 2 6 MSI-H MSI-H 9033 1690 18.71 375
TCGA-BG-AOVW 1 4 1 1 3 5 2 6 6 MSI-H MSI-H 10471 1941 18.54 325
TCGA-B5-A0K6 3 1 4 1 3 1 1 6 3 MSI-H MSI-H 10530 1895 18 240
TCGA-D1-A17D 1 4 1 1 2 3 2 2 6 MSI-H MSI-H 7977 1434 17.98 502
TCGA-AP-AOLP 1 4 1 1 2 5 1 6 6 MSI-H MSI-H 9758 1728 17.71 276
TCGA-BS-AOUA 1 4 1 1 1 1 2 3 6 MSI-H MSI-H 10330 1801 17.43 327
TCGA-A5-AO0GA 1 4 1 4 3 1 3 5 4 MSI-H MSI-H 12041 2068 17.17 306
TCGA-D1-A101 1 4 1 1 3 1 3 4 6 MSI-H MSI-H 10095 1721 17.05 284
TCGA-AX-A064 1 1 1 1 6 2 1 6 4 MSI-H MSI-H 9957 1657 16.64 261
TCGA-D1-A17M 1 4 1 1 3 3 2 6 6 MSI-H MSI-H 10121 1644 16.24 412
TCGA-A5-AOVQ 1 4 1 1 1 1 2 6 2 MSI-H MSI-H 7131 1096 15.37 395
TCGA-A5-A0GI 1 4 1 2 2 2 1 6 6 MSI-H MSI-H 9642 1421 14.74 261
TCGA-BS-AOTE 1 1 1 1 1 3 2 5 6 MSI-H MSI-H 8999 1270 14.11 342
TCGA-A5-AOVP 1 4 1 1 2 6 2 6 6 MSI-H MSI-H 9089 1195 13.15 1614
TCGA-BS-AOUL 1 4 1 1 3 6 4 4 3 MSI-H MSI-H 8856 1154 13.03 399
TCGA-AX-AO5Y 2 4 1 1 3 6 3 6 4 MSI-H MSI-H 10685 1360 12.73 177
TCGA-AP-AO5N 1 4 1 1 2 3 1 6 6 MSI-H MSI-H 11715 1465 12.51 218
TCGA-D1-A17A 4 4 1 1 3 2 6 6 2 MSI-H MSI-H 8197 1001 12.21 239
TCGA-D1-A15X 1 4 4 1 6 6 6 6 6 MSI-L MSI-L 10223 1172 11.46 1886
TCGA-B5-A0K2 1 4 4 1 2 6 3 6 2 MSI-H MSI-H 7971 860 10.79 269
TCGA-D1-A17R 1 4 1 1 1 1 3 4 4 MSI-H MSI-H 10319 1069 10.36 176
TCGA-BG-AOMO 1 4 1 1 2 6 3 6 2 MSI-H MSI-H 9462 919 9.71 147
TCGA-BS-AOUIJ 1 4 1 1 1 6 3 6 3 MSI-H MSI-H 7451 385 5.17 1987
TCGA-D1-A17B 6 4 1 3 1 6 3 6 6 MSI-H MSI-H 7715 391 5.07 276
TCGA-D1-A17F 1 4 1 1 2 6 2 4 6 MSI-H MSI-H 9136 425 4.65 235
TCGA-D1-A103 4 4 1 4 2 6 4 6 2 MSI-L MSI-H 7344 326 4.44 8160
TCGA-B5-A11Y 1 4 1 4 6 6 6 6 6 MSI-L MSI-L 7395 314 4.25 1167
TCGA-D1-Al16N 1 4 1 3 3 5 3 6 5 MSI-H MSI-H 9007 363 4.03 126
TCGA-AP-A059 1 4 1 1 6 6 1 6 6 MSI-H MSI-H 10400 370 3.56 12424
TCGA-AP-AOLM 4 4 4 4 4 6 6 6 6 MSS MSS 9833 344 3.5 14394
TCGA-BS-A0OU7 4 4 1 4 6 6 1 4 2 MSI-L MSI-H 11417 379 3.32 169
TCGA-BK-AOCC 4 4 6 4 6 5 5 5 4 MSS MSS 9059 201 2.22 47
TCGA-AP-AO5H 4 4 4 6 5 5 6 4 6 MSS MSS 7168 156 2.18 79
TCGA-BG-AOMS 4 4 4 4 6 6 6 6 6 MSS MSS 5860 125 2.13 52
TCGA-BG-A18C 4 4 4 4 5 6 4 5 5 MSS MSS 9745 195 2 52
TCGA-AP-AOLS 4 4 4 6 5 4 6 4 6 MSS MSS 9758 191 1.96 69



TCGA-AP-AOL8
TCGA-AP-A056
TCGA-D1-A0ZZ
TCGA-BK-A139
TCGA-A5-A0G3
TCGA-AX-A2H5
TCGA-EY-A1GS
TCGA-B5-A11l
TCGA-B5-A0JY
TCGA-AX-AOIW
TCGA-D1-A16S
TCGA-D1-A17Q
TCGA-BS-AOUF
TCGA-BS-AQTI
TCGA-A5-AOGN
TCGA-D1-A15V
TCGA-BG-AOM2
TCGA-A5-A0G5
TCGA-D1-Al6l
TCGA-AP-AOLF
TCGA-B5-A0K3
TCGA-BG-AOM®6
TCGA-D1-A17K
TCGA-B5-A0JN
TCGA-B5-A11F
TCGA-AJ-A23M
TCGA-B5-A1MY
TCGA-AX-A1C7
TCGA-D1-AINU
TCGA-AX-A2HF
TCGA-B5-Al11Q
TCGA-AX-AO5T
TCGA-E6-A1LZ
TCGA-B5-A11R
TCGA-D1-Al6Y
TCGA-AP-A053
TCGA-BG-AOMG
TCGA-D1-A102
TCGA-B5-A0K8
TCGA-BG-AOW1
TCGA-EY-A212
TCGA-BS-AOUS
TCGA-AX-AO05Z
TCGA-BS-A0OV8
TCGA-AP-A05)
TCGA-A5-AOR7
TCGA-BK-A13C
TCGA-EO-A1Y8
TCGA-BG-AOMI
TCGA-A5-A0G)
TCGA-AP-A052
TCGA-D1-A0ZQ
TCGA-AP-AOLH
TCGA-AP-AOLI
TCGA-AX-AO6B
TCGA-EO-A1Y5
TCGA-B5-A11W
TCGA-BG-AOMS
TCGA-BG-AOMT
TCGA-AP-AOLL
TCGA-B5-A0K4
TCGA-D1-A0ZP
TCGA-AP-AO5A
TCGA-AX-AOIU
TCGA-A5-AOR9S
TCGA-AP-AO5D
TCGA-BG-AOM7
TCGA-D1-Al61
TCGA-D1-A17L
TCGA-B5-A11S
TCGA-BG-AOLW
TCGA-BG-AOMU
TCGA-BS-AQOTC
TCGA-B5-A117
TCGA-BG-AOYV
TCGA-D1-A0OZU
TCGA-AX-A062
TCGA-BS-AOUS5
TCGA-D1-A17S
TCGA-D1-A1INX
TCGA-AP-A1DQ
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TCGA-B5-A11V
TCGA-B5-A121
TCGA-BG-AOM9
TCGA-BS-AOUT
TCGA-D1-AOZN
TCGA-BG-AORY
TCGA-BG-AOVT
TCGA-D1-A168
TCGA-B5-A0K7
TCGA-A5-AOGP
TCGA-AX-A1C8
TCGA-A5-A0GV
TCGA-D1-A17T
TCGA-FI-A2EX
TCGA-A5-AOGE
TCGA-B5-A0IT
TCGA-D1-Al6)
TCGA-AP-AOLN
TCGA-AX-AOIS
TCGA-BG-A187
TCGA-A5-A0GD
TCGA-D1-AOZR
TCGA-D1-A157
TCGA-D1-A160
TCGA-A5-AOR8
TCGA-AP-AOLQ
TCGA-AX-AO5U
TCGA-BG-A186
TCGA-D1-A169
TCGA-B5-A0K1
TCGA-BG-AOM3
TCGA-BG-AOVX
TCGA-BK-AOCB
TCGA-D1-A16D
TCGA-FI-A2D2
TCGA-A5-AOGM
TCGA-AP-AOLV
TCGA-BG-AOMC
TCGA-BG-AOW2
TCGA-D1-Al6E
TCGA-A5-AOR6
TCGA-AP-AOLO
TCGA-BG-AOMO
TCGA-D1-A15W
TCGA-D1-Al16R
TCGA-A5-AORA
TCGA-AX-AO6L
TCGA-AX-A1CP
TCGA-B5-A0KO
TCGA-B5-A1MU
TCGA-BG-A18A
TCGA-BS-AOWQ
TCGA-FI-A2F8
TCGA-A5-A0GX
TCGA-AP-AO5P
TCGA-AX-AO5W
TCGA-BG-A2AE
TCGA-D1-A0zV
TCGA-D1-Al16B
TCGA-D1-A16Q
TCGA-DI-AINN
TCGA-A5-A0GU
TCGA-A5-A0VO
TCGA-AP-AOLJ
TCGA-BG-AOVV
TCGA-BK-AOCA
TCGA-BS-AO0TG
TCGA-D1-A17N
TCGA-A5-A0GQ
TCGA-B5-A0JS
TCGA-B5-A11M
TCGA-B5-A11X
TCGA-BG-AOYU
TCGA-BS-A0T9
TCGA-BS-AOTD
TCGA-BS-A0V6
TCGA-BS-A0OV7
TCGA-D1-A165
TCGA-D1-Al16G
TCGA-D1-Al16X
TCGA-D1-A17C
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