Supplementary Table 2. Polygenic overlap between cognitive alleles (derived from
COGENT meta-analysis using p<0.5 threshold) and schizophrenia in four case-control

cohorts.

SCZ Dataset # overlapping SNPs Rz for SCZ, p value direction

Japan 9,520 0.34% 0.052 negative

MGS African- 25,878 0.00 % 0.869 negative
American




Supplementary Table 3. Polygenic overlap between cognitive alleles (derived from
COGENT meta-analysis, excluding the IBG cohort, using p<0.3 threshold) and

schizophrenia in four case-control cohorts.

SCZ Dataset # overlapping SNPs Rz for SCZ, p value direction

Japan 6,468 0.52% 0.017 negative

MGS African- 17,382 0.00 % 0.591 positive
American




Supplementary Table 4. Examination of cognitive associations (in COGENT meta-analysis)

for SNPs in the major histocompatibility complex (MHC) identified in published GWAS

Risk Allele COGENT P_COGENT
Freq. 2 ORTSza studie_s_ meta-analysis

Soqrce SNP Re gion __F_fosition

Decode Nature 2009 rs6932590 6p22.1 27248931 0.78 1.16 9 0.9589

Yue(China) Nat Gen 2011 rs1635 6p22.1 28227604 .058 1.29 3 0.5565

Ripke (PGC) Nat Gen 2011  rs2021722 6p22.1 30174131 0.78 1.15 9 0.7365

* based on source publication



Supplementary Figure 1. Q-Q plot depicting results of COGENT meta-analysis.
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