
 
Suppl. Table 1. Overview of predicted chloroplast-localised protein kinases 
 
Kinase AGI TargetP Plastid localization predicted by 1) Reference 

     

Kin 1 At1g14370 0,975 LOCtree, MultiLoc, TargetP (Stael et al., 2011) 

Kin 2 At2g02800 0,978 LOCtree, MultiLoc, TargetP (Stael et al., 2011) 

Kin 3 At2g17220 0,973 iPSORT, LOCtree, MultiLoc, Predotar, TargetP… (Stael et al., 2011; 
Schliebner et al., 2008) 

Kin 4 At4g35600 0,932 iPSORT, LOCtree, MultiLoc, Predotar, TargetP  (Stael et al., 2011) 

Kin 5 At1g26970 0,911 LOCtree, Predotar, TargetP, WoLFPSORT this study 

Kin 6 At1g53050 0,976 MultiLoc, TargetP, PredSL this study 

Kin 7 At1g69790 0,968 LOCtree, TargetP, PredSL this study 

Kin 8 At1g72540 0,976 LOCtree, TargetP, WoLFPSORT this study 

Kin 9 At3g44610 0,824 LOCtree, TargetP, PredSL this study 

Kin 10 At1g71530 0,769 LOCtree, MultiLoc, Predotar, TargetP, WoLFPSORT  this study 
     

ABC1K1 At1g71810 0,461 iPSORT, LOCtree, TargetP, WoLFPSORT this study, (Zybailov et al., 
2008) 

ABC1K2 At1g79600 0,773 Predotar, TargetP, WoLFPSORT this study, (Zybailov et al., 
2008; Ferro et al., 2010) 

ABC1K3 At4g31390 0,939 LOCtree, MultiLoc, Predotar, TargetP, WoLFPSORT  this study 
     

CPK3 At4g23650 0,949 MultiLoc, TargetP, WoLFPSORT  (Mehlmer et al., 2010) 

CPK16 At2g17890 0,939 MultiLoc, Predotar, TargetP, WoLFPSORT (Stael et al., 2011) 

CIPK13 At2g34180 0,576 iPSORT, MultiLoc, Predotar, TargetP  (Schliebner et al., 2008) 

 
1) Targeting prediction taken from the SUBA database (http://suba.plantenergy.uwa.edu.au/) (Heazlewood et 
al., 2007), and the PredSL server: (http://hannibal.biol.uoa.gr/PredSL/index.html) (Petsalaki et al., 2006) 
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Suppl. Fig. S1. Localisation analysis of predicted chloroplast-localised protein kinases. Tobacco 
leaves infiltrated with genes of interest fused in front of YFP in the plant expression plasmid pBIN19 
were analyzed by confocal laser scanning microscopy two days after infiltration. Chlorophyll 
autofluorescence (magenta) is shown in the first channel and the YFP signal (green) in the second 
channel. The third channel shows the merged image. Scale bar = 20µm.
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