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Supplementary Table S1 Gene expression ratios of OsCDKBs, OsKRPs, and Orysa;CycDs after 5-d treatment with various plant hormones.

Gene name ABA?® ABA-SA® SA? ABA-TAA® IAA? ABA-BAP® BAP? ABA-GA® GA?
OsCDKA:1 1.26+0.12% 0.96+0.11 1.19+0.18 0.98+0.11 0.8 +0.08* 0.85+ 0.34 155+ 0.21% 1.61 £ 0.14% 0.99+0.18
OsCDKA:2 0.86 +0.10 0.80+0.13 1.00 = 0.05 0.62 + 0.08 0.51+0.11**  0.61+0.11 0.77 £ 0.12 0.41+0.34 0.78+0.13
OsCDKB:1 0.43 + 0.03***  0.64 + 0.06* 0.80 +0.07**  0.53+0.07 0.61+0.02*** 0.71+0.15 0.86+0.04**  0.32+0.12 0.68+0.11%
OsCDKB:2 0.39 £ 0.05***  0.73 +0.12* 1.00 £ 0.09 0.66+0.05%*  0.77+0.06%*  0.62 % 0.08* 0.76 £ 0.05**  0.16 + 0.06* 0.61 + 0.07**
OsCDKC:1 1.11+0.10 0.82+0.13 1.09 £ 0.14 0.47+0.01%*  0.42+0.03*** 0.50+0.05**  0.55+0.03%** (.84 +0.17 0.42 + 0.04%**
OsCDKC:2 1.15+0.16 0.88+0.17 1.14+0.16 0.47+0.03**  0.39+0.03%**  0.76 + 0.04* 0.84 +0.09 0.800.17 0.34 + 0.03%%*
OsCDKD;1 1.07 £0.12 0.82+0.16 1.06 +0.13 0.50 £ 0.03**  0.48+0.09%*  0.72 + 0.05* 0.71+0.06**  0.58 +0.14* 0.36 + 0.05%**
OsCDKE:1 1.33 £0.13* 0.90 + 0.10* 1.09 +0.15 0.51+0.05%*  0.44 +0.05***  0.65+0.08**  0.73 £ 0.09* 1.05 £ 0.28 0.40 + 0.08%**
OsCDKF:1 1.47 £0.17% 0.81+0.08**  1.06+0.13 0.74+0.15%*  0.64+0.09**  0.33+0.03***  0.36+0.03%*** 1.63+0.20 0.60 + 0.26
OsCDKF:3 0.74+0.13 1.04+0.18 1.24 £ 0.03%***  0.49 £ 0.08 0.30 £ 0.02***  0.27 + 0.06* 0.32 £0.08***  0.61+0.10 0.29 + 0.09%**
OsCDKF:4 0.77+0.13 0.76 £0.16 1.07+0.13 0.42 + 0.04* 0.35+0.07***  0.59+0.08 0.64 +0.01%** (.41 + 0.08* 0.27 + 0.06%**
OsCDKG;1 1.32£0.07%*  0.95+0.13* 1.21£0.07%*  0.48£0.07*** 0.39+0.07*** 0.53+0.02*** 0.63+0.03*** 0.85+0.13 0.26 £ 0.07***
OsCDKG;2 1.19+0.17 0.73+0.11* 0.99 + 0.07 0.41+0.07**  0.28+0.03*** 0.38+0.05**  0.42+0.09%** 159+ 0.22 0.42 + 0.10%**
OsKRP1 0.52+0.10**  0.50+0.15 0.94+0.11 0.69+0.16 0.52+0.10**  0.19+ 0.04* 0.23+0.01*** 0.29+0.1 0.15 + 0.05%%*
OsKRP3 0.32+0.05***  0.45+0.05 0.73+0.02%**  0.87+0.06**  0.82 +0.12*% 0.12+0.04**  0.25+0.03***  0.16 = 0.07 0.19 + 0.07***
OsKRP4 1.70 £0.14%*  0.94+0.12%*  1.07+0.01*** 0.71+0.08**  0.64 +0.04*** 0.97+0.19* 1.14 + 0.06* 1.03 £ 0.08* 0.36 £ 0.02%**
OsKRP5 1.31 £ 0.03%**  0.66 +0.05*** (.84 +0.05**  1.34+0.07 1.08 £0.02%*  0.50 £ 0.05%**  (0.59 £ 0.05%** (.81 + 0.04* 0.58 + 0.01%**
OsKRP6 0.73 + 0.24 0.59 £0.09 0.69+0.17 0.29 +0.11 0.13 £ 0.04***  0.29 + 0.06 0.33+£0.07**  0.13+0.08 0.03 + 0.02%**
Orysa;,CycD2;1  0.48 £ 0.02*** (.43 + 0.02 0.65+0.17* 0.68 + 0.08* 0.62+0.06*** 0.50 % 0.09 0.46 = 0.10* 0.19+0.03***  0.42 + 0.05%**
Orysa:CyeD2:2  0.46 £ 0.04***  0.65+ 0.09 0.75+ 0.12* 0.52 + 0.06 0.56+0.07**  0.45+0.07 0.53+0.08%** 0.23+0.03**  0.60 £ 0.01%**
Orysa;:CycD4;1  2.44£0.26%*  0.90 £0.09**  1.03+0.14 1.55 £ 0.17% 1.25+£0.03%** 1.25+0.13%**  1.06 £ 0.03* 1.72 +0.13% 0.87 £ 0.07
Orysa:CyeD4:2  0.70 +0.06**  0.74 +0.05 0.83+0.12 0.62 + 0.06 0.62+0.03***  0.56+0.08 0.61+0.09%*  0.33+0.01%**  0.45 + 0.07***
Orysa:CyeD3:1  0.54 +0.07***  0.64 +0.07 0.78+0.15 1.37 £0.14%%  1.29+0.14* 0.89 +0.07**  0.96 + 0.09 0.22 +£0.02**  0.61 % 0.05%**
Orysa:CyeD5:1  0.48 £0.03***  0.63+0.03**  0.78+0.16 0.93+0.09**  0.85+0.07* 0.53 + 0.05 0.49 + 0.05***  0.26+0.06**  0.51 + 0.05%**
Orysa;CycD52  0.95+0.11 1.47£0.03**  1.23+0.16 1.81£0.17%%  1.27+0.08%*  0.55%0.07* 0.62+0.11**  0.85+0.15 0.68 + 0.08%**
Orysa:CyeD5:3  1.49+0.15%*  0.84+0.12**  0.95+0.12 0.76 £ 0.07**  0.62+0.09**  0.39+0.06*** 0.61+0.10*  1.22+0.14 0.48 + 0.08%**
Orysa;CycD6:1  0.48 £0.04%**  (0.70 £ 0.05**  0.92+0.26 0.54 + 0.08 0.62+0.01*** 0.55+0.10 0.59+0.12**  0.26+0.02%*  0.43 + 0.06%**

Gene expression ratio was represented as the ratio of expression levels in hormone-treated seedlings to those in untreated seedlings. Three biological replicates were performed.
a) Asterisks indicate a significant difference from the control mean. b) Asterisks indicate a significant difference from ABA sole treatment.
*P <0.05, ** P <0.01, *** P <0.001; Student's t-test.



Supplementary Table S2 The ratios of the 2C and 4C cells in controls and hormone-

treated tissues.

Treatment Average of the number of 2C % 4C%

counted nuclei per sample| Mean SD| Mean SD
Control (2 d) 18759.8 94.1 0.5 59 0.5
Control (5 d) 15516.6 91.9 0.6 81 0.6
2 uM ABA (2 d) 16086.4 96.1 0.6 39 0.6
2 uM ABA (5 d) 14313.6 96.1 0.5 39 05
0.4 mM SA + 2 uM ABA (2 d) 19988.2 95.9 0.6 41 0.6
0.4 mM SA + 2 uM ABA (5 d) 17814.6 93.4 1.0 66 1.0
1 mM SA + 2 uM ABA (2 d) 19548.8 94.7 0.8 53 0.8
1 mM SA + 2 uM ABA (5 d) 18323.0 91.5 04 85 04
1 mM SA (2 d) 19213.4 94.2 0.7 58 0.7
1 mM SA (5d) 17533.0 92.3 0.4 77 0.4




Supplementary Table S3 Sequences of the primers and universal probes.

Gene Locus/Accession No. Forward primer Reverse primer Purpose TaqMan probes
OsKRP1 0s02g0762400 cgagatcgaggegttett caccggagtccactcgaa qRT-PCR #30
gaaacggccaaagaaggegac gtecgaateggtggttgttagg c¢DNA cloning 1st PCR
gaggcecagtgaattcatgggeaagtacatgaggaagtte gagctegatggatecteagetteggetgetgaccacegg c¢DNA cloning 2nd PCR
OsKRP3 0s11g0614800 gacgtegtcagtggagaaaga cagggttgtgcttgtgcete qRT-PCR #70
OsKRP4 0s10g0471700 gccacaacattattccagea ggcagtcattcacaggatca qRT-PCR #11
ccttagecgetaatgeteeg tetgecacgetactactgtg c¢DNA cloning 1st PCR
catggaggcecgaattcatgggeaagtacatgegeaaggee gecaggtegacggatectcagtetagettgaceeattcaaa c¢DNA cloning 2nd PCR
OsKRP5 0s03g0137800 gegacaacgttettgaccte aggegttgteteectggt qRT-PCR #55
cgegattetecteecttee gaattgcattttgectetgee c¢DNA cloning 1st PCR
catggaggccgaattcatggggaagtacatgeggaagggg gecaggtegacggatcecctageagtetagecettgtecatte c¢DNA cloning 2nd PCR
OsKRP6 05090459900 ccaggaaggegaagaagg ggagegtecttgacgatg qRT-PCR #108
agcataagggagggagggag ggtctgtgeatectectgac c¢DNA cloning 1st PCR
gaggecagtgaattcatggetgeegeggeegecacegtg gagctegatggatecttacgggegtaceeggacecacte c¢DNA cloning 2nd PCR
OsCDKA:1 0s03g0118400 cggegtactaatgeactgaa ctctggagetetataccacaagg qRT-PCR #37
attgggeggeaaacggagg aagggcacagcgttcacag c¢DNA cloning 1st PCR
gaggccagtgaattcatggagecagtacgagaaggaggag gagctcgatggatcctcattgtaccatetcaaggtectt c¢DNA cloning 2nd PCR pGADT7 vector
catggaggcecgaattcatggageagtacgagaaggaggag gecaggtegacggatectecattgtaccatetcaaggtectt ¢DNA cloning 2nd PCR pGBKT7 vector
OsCDKA2 0s02g0123100 gatcggegtaccaacteatt tgctetataccacaatgteacca qRT-PCR #37
tcatecccaagtecaccac cteggetgageaaacaatge c¢DNA cloning 1st PCR
gaggccagtgaattcatggagecagtacgagaaggtggag gagctecgatggatceectacgecacttecaggtecttgaa c¢DNA cloning 2nd PCR pGADT7 vector
catggaggcecgaatteatggageagtacgagaaggtggag gecaggtegacggatecctacgecacttecaggtecttgaa ¢DNA cloning 2nd PCR pGBKT7 vector
OsCDKB;1 0s01g0897000 accggtgttgacatttggtt tgccagtecctcaaatcagt qRT-PCR #68
OsCDKB;2 0s08g0512600 ctcaagaagtacacccacgaga agatgtcaaccggagtggag qRT-PCR #142
caaaccctaaatccacgege ttcagggcaggctagteac c¢DNA cloning 1st PCR
gaggecagtgaattcatggeggegetecaccaccaggeg gagctegatggatecteagtagagetecttgtteacgte ¢DNA cloning 2nd PCR pGADT7 vector
catggaggccgaattcatggeggegetecaccaccaggeg gecaggtegacggatectcagtagagetecttgtteacgte ¢DNA cloning 2nd PCR pGBKT7 vector
OsCDKC:1 0s05g0389700 tttgecagagcettetecaatgg catcaaatattttgctcagttget qRT-PCR #72
OsCDKC:2 0s01g0958000 ggaaagccaatattgacagga gegtaccacaaagctcaaaaa qRT-PCR #106
OsCDKD:;1 0s05g0392300 ttgetgaactgetgettagg tteccaagttgatcaatgteac qRT-PCR #80
OsCDKE;1 0s10g0580300 aagtgataacggggttgttgtt ttcagcaaaaatgcaaccaa qRT-PCR #50
OsCDKF:1 0s06g0334400 cctgeteatetecgaggac ttggtatgttectgtetectga qRT-PCR #162
OsCDKF:3 0s03g0847600 tgatatgtgggctgttggte tatgatccggtgteccaag qRT-PCR #102
OsCDKF:4 0s02g0700600 tgaagtttcagtteectcaggt gtcecatgageacagtgatg qRT-PCR #53
OsCDKG-1 0s02g0602100 ggtttegegaactacctetg atgtttcttgaagegeetgt qRT-PCR #15
OsCDKG:2 0s04g0488000 caccaggaaatcaatggaca gggccatcaagcettectate qRT-PCR #5
Orysa;CycD2;1 0s07g0620800 aatctgaaatccctgtaaataaggag tgtggaactgaagagettge qRT-PCR #150
Orysa;CycD2;2 0s06g0217900 tatgagagctcggegtcaa tgaaggctacaaatgtacaacga qRT-PCR #63
Orysa;CycD3:'1 0s09g0111100 ggctgetetggteggtate gaaccctectectectaage qRT-PCR #7
Orysa;CycD4:1 0s09g0466100 caggcagccacaaaagagtag cactgtcacctegtctetge qRT-PCR #103
Orysa;CycD4;2 0s08g0479300 accggegtggtagaagaa cttectggeattgeaaca qRT-PCR #110
Orysa;CycD5;1 0s12g058800 ggagaagagataatgaacaaaggaa ggaatttggggcttcaagta qRT-PCR #55
Orysa;CycD5;2 0s03g0617500 tgcacattgeactcacactg ageactgttctteagettetete qRT-PCR #12
Orysa;CycD5:3 0s03g0203800 aaggttgcactegectea cagagctggactccaacca qRT-PCR #19
Orysa;CycD6;1 0s07g0556000 agcgagagatagggtgacga aaagaaagagcagggcaaga qRT-PCR #11




Supplementary Table S4 Probes used for microarray analysis.

Gene Locus/Accession No. Probe name

OsKRP1 0s02g0762400 0s02g0762400 | mRNA | AK103084 | CDS+3'UTR
OsKRP3 0s11g0614800 051120614800 | COMBINER_EST | 0s1120614800|8
OsKRP4 0s10g0471700 0s10g0471700 | mRNA | AK073804 | CDS+3'UTR
OsKRP5 0s03g0137800 050320137800 | mRNA | AK064723 | CDS+3'UTR
OsKRP6 0s09g0459900 050920459900 | mRNA | AK063208 | CDS+3'UTR
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Supplementary Fig. S1 Normalized microarray expression values of OsKRPs after
ABA treatment for 6 h. Three biological replicates were performed. Error bars show SD
(n=3). *P < 0.05, **P < 0.01; Student's t-test.
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Supplementary Fig. S2 Changes in expression of Orysa;CycDs in shoots of young rice seedlings
during ABA and SA treatment. Error bars show SD (n = 3). Asterisks indicate a significant
difference between the ABA-only and ABA + SA treatments (*P < 0.05, **P < 0.01, ***P <
0.001; Student's t-test).



