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Supplemental Figure legends 

 

Figure S1. Unstained samples of (a) untransduced and (b) transduced cells, for flow 

cytometry experiments described in Figures 2 and 3.  

 

Figure S2. In vivo dimerization of MEP results in higher short term engraftment. NSG 

mice were transplanted with transduced MEP and administered CID or control vehicle from day 

-1 to day 14. Table shows the maximum bioluminescence for each mouse (photons/ second). 

Flow cytometry plots for bone marrow engraftment of human erythroid (glycophorin A+) cell 

engraftment are depicted (2 representative mice). 

 

Figure S3. F36VMpl transduced myelo-erythroid progenitors cultured with CID give rise 

to megakaryocytic cells, neutrophils and monocytes (in addition to erythroid cells). 

Megakaryocyte (CD41a+GlyA-) cell counts of cultures (+/- CID) generated from transduced (a) 

CMP or (b) MEP. (one representative experiment of four shown, p<0.05). (c) Morphology of 

cells from day 35 of CID stimulated cultures of transduced CMP (Giemsa-Wright staining, 10x 

magnification).  

 

 

Figure S4. Functional analysis of in vitro generated cells based on CD34 expression 

levels. Transduced CD34+ cells were cultured with CID. (a) Three populations of GFP+ cells 

were seen on day 7 of culture: CD34 negative, CD34 dim and CD34 bright. (b) CFU output from 

each GFP+ population shown in (a), isolated at day 7 of CID culture. 

 

F36VMpl+CID F36V+CID F36VMpl, no CID 
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Figure S5. The erythropoietic effect of F36VMpl dimerization is not synergistic with that 

of erythropoietin. Transduced CD34+ cells were cultured in serum-free medium with CID or 

erythropoietin (Epo) or both for 7 days. Flow cytometry plots show generation of erythroid 

(glycophorin A+) cells. 

 

Figure S6. Functional network analysis of genes differentially expressed in 

Thrombopoietin and Erythropoietin treated cells. Transduced CD34+ cells were cultured in 

the presence of CID (see figure 7), (a) Thrombopoietin, (b) Erythropoietin or Control (no growth 

factors or CID). CD34+GFP+ cells were then sorted at day 7 and subjected to microarray. 

Shown is Ingenuity Pathway Analysis of hematopoietic functional networks showing genes 

significantly changed (red up- and green down-regulated) compared with Control arm (p<0.05).  
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