Putnam et al. 2014. Figure S3.
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C Chrv 24590:

ATTGCGGAAGGAGCTTTGCTCTGGTTGAAATTATTATCATTATC:GCT: junction sequence

ATTGCGGAAGGAGCTTTGCTCTGGTTGAAATTATTATCATTATC : GCT : TTGCATCTGATGCTGGCTCTACCGACTTCTCGGCGATAAAAT from de novo
:GCT : TTGCATCTGATGCTGGCTCTACCGACTTCTCGGCGATAAAAT read alignment
:Chrv 29648

D Chrv 24590:
ATTGCGGAAGGAGCTTTGCTCTGGTTGAAATTATTATCATTATC:GCT: junction sequence
ATTGCGGAAGGAGCTTTGCTCTGGTTGAAATTATTATCATTATC : GCT : TTGCATCTGATGCTGGCTCTACCGACTTCTCGGCGATAAAAT from PCR

:GCT : TTGCATCTGATGCTGGCTCTACCGACTTCTCGGCGATAAAAT amplification and
:Chrv 29648 Sanger sequencing



