Putnam et al. 2014. Figure S5 A.

Isolate 217

5’ -ATTCATCCATGTTCAATTCTTGCTTGAAACCAGATGAATGGGACTTTTTGGTAT. . . -3’
CECEEELEEE et e e et e e e e et e et e e ey
3’ -TAAGTAGGTACAAGTTAAGAACGAACTTTGGTCTACTTACCCTGAAAAACCATA. . . -5’

ChrV 40117 ChrV 40149

DSB
5’->3’ resection

5’ -GACTTTTTGGTAT. . .-3’
LLEEETEEEL LT .

3’ -TAAGTAGGTACAAGTTAAGAACGAACTTTGGTCTACTTACCCTGAAAAACCATA. . . -5’

ChrV 40117 ChrV 40149

hairpin formation

TGAAC ChrV 40117
AT AT
GGATGAAT—3'

A
G
A LTI

A TCTACTTACCCTGAAAAACCATA. . . -5’

C G *
A C Chrv 40149

hairpin-primed replication

copied ChrV 40149
< * »>
5’-...ATACCAAAAAGTCCCATTCATCCATGTTCAATTCTTGCTTGAAACCAGATGAATGGGACTTTTTGGTAT. .. -3’
co  LEEEEEEEETrrrr e e e e e e e e e e e e e e e e e e e e e e
v =57

..TATGGTTTTTCAGGGTAAGTAGGTACAAGTTAAGAACGAACTTTGGTCTACTTACCCTGAAAAACCATA

original ChrV 40117 original ChrV 40149

Annotated junction sequence

»

< >
. .GTCAAGATTTGTCCGCTTTCTGGAATGATACCAAAAAGTCCCATTCATCCATGTTCAATTCTTGCTTGAAACCAGATGAATGGGACTTTTTGGTAT. . .
ATTCATCCATGTTCAATTCTTGCTTGAAACCAGATGAATGGGACTTTTTGGTAT. ..

sequenced junction
forward alignment
reverse alignment .. .GTCAAGATTTGTCCGCTTTCTGGAATGATACCAAAAAGTCCCATTCATC

original ChrV 40117 copied ChrV 40149 original ChrV 40149



Putnam et al. 2014. Figure S5 B.

Isolates 218, 362, 364, 366

5’-gaattccagcacactggcggccgtgctagcATTCACTGGTGGTAGTTTTACGCTCCAAAATCTC. . . -3’
FEEEEETEEETer e et e et e e e e e e e e e e e et e et e e e e s
3’ -cttaaggtcgtgtgaccgccggcacgatcgTAAGTGACCACCATCAAAATGCGAGGTTTTAGAG. . .

@ inserted polylinker ChrV 25817
DSB

5°->3’ resection

5’ -TTTTACGCTCCAAAATCTC. . .-3’

FEEEEEETTEEEEErr s ..
3’ -cttaaggtcgtgtgaccgccggcacgatcgTAAGTGACCACCATCAAAATGCGAGGTTTTACAG. . .

inserted polylinker ChrV 25817

hairpin formation

+9 t9Ctg inserted polylinker
9 g
a a
ATTC-3’
[T
g TAAGTGACCACCATCAAAATGCGAGGTTTTAGAG. . .
c C
ggCacga *
ChrV 25817

AQ 0 A

hairpin-primed replication

copied ChrV 25817
<

>

.. .GAGATTTTGGAGCGTAAAACTACCACCAGTgaattccagcacactggcggccgtgctagcATTCACTGCGTGGTAGTTTTACGCTCCAAAATCTC. . .
---I||||IIIII|||||IIIII|||||IIIII|||||IIIII|||||IIIII|||IIIII|||||IIIII|||||IIIII|||||IIIII|||||I---

37-...C TTTTGATGGTGGTCActtaaggtcgtgtgaccgccggcacgatcgTAAGTGACCACCATCAAAATGCCGAGGTTTTAGAG

* *

inserted polylinker original ChrV 25817

Annotated junction sequence

>
sequenced junction ...GAGATTTTGGAGCGTAAAACTACCACCAGTgaattccagcacactggcggccgtgctagcATTCACTGGTGGTAGTTTTACGCTCCAAAATCTC
forward alignment

gaattccagcacactggcggccgtgctagcATTCACTGGTGGTAGTTTTACGCTCCAAAATCTC. ..
reverse alignment . .GAGATTTTGGAGCGTAAAACTACCACCAGTgaat

b4 }

inserted polylinker copied ChrV 25817 original ChrV 25817




Putnam et al. 2014. Figure S5 C.

Isolate 365

5’ -TAAGCCACTGCAGTGGCATTACTGAGCCCAAATTTTGCTTTTTCAAC. . . -3’

FLCEEEEEEEE et e e e e e e e e e e e ] -
3’ -ATTCGGTGACGTCACCGTAATGACTCGGGTTTAAAACGAAAAAGTTG. . . -5’

A }

ChrV 42134 ChrV 42144
DSB

5’->3’ resection

5’ -CAAATTTTGCTTTTTCAAC. ..-3’

AR RRRRRRRRRR
3’ -ATTCGGTGACGTCACCGTAATGACTCGGGTTTAAAACGAAAAAGTTG. . . -5’

ChrV 42134 ChrV 42144

palindromic hairpin formation

ChrV 42134

|

CAGTGGCTTA-3’

[T
GTCACCGTAATGACTCGGGTTTAAAACGAAAAAGTTG. . . -5’

ChrV 42144

hairpin-primed replication

5’ -. . .GTTGAAAAAGCAAAATTTGGGCTCAGTTAAGCCACTGCAGTGGCATTACTGAGCCCAAATTTTGCTTTTTCAAC. . . -3’

con LEEEEETEEETTErrrrr e e e e e e e e e e e e e e e e e e e e e e e e e
3’ -...CAACTTTTTCGTTTTAAACCCGAGTCAATTCGGTGACGTCACCGTAATGACTCGGGTTTAAAACGAAAAAGTTG. . . -5’

ChrV 42134 ChrV 42144

Annotated junction sequence

< >
sequenced junction ...GTTGAAAAAGCAAAATTTGGGCTCAGTTAAGCCACTGCAGTGGCATTACTGAGCCCAAATTTTGCTTTTTCAAC. ..
forward alignment TAAGCCACTGCAGTGGCATTACTCAGCCCAAATTTTGCTTTTTCAAC. . .
reverse alignment ...GTTGAAAAAGCAAAATTTGGGCTCAGTaAtGCCACTGCAGTGGC

} }

copied ChrV 42154 original ChrV 42134 original/icopied ChrV 42144



Putnam et al. 2014. Figure S5 D.

Isolate 2977 (in hisG insertion from Samonella enterica genome CP003416.1)

5’ -GCCACGCGCTGTTGCTCGCCTGCCAGCGGCAGAATTGTCGGCCTTTCGGCGCCTGGCAGCAGGGCGATAA. . . -3
CECECEEEEEEr et e e e e e e e e e e e e e e e e e e e e e e e e
... =5’

3’ -CGGTGCGCGACAACGAGCGGACGGTCGCCGTCTTAACAGCCGGAAAGCCGCGGACCGTCGTCCCGCTATT

!

CP003416.1 2886206 CP003416.1 2886158

DSB
5’->3’ resection

5’-GGCCATAA. . .-3’
[LEETEIT ..

37 -CGGTGCGCGACAACGAGCGGACGGTCGCCGTCTTAACAGCCGGAAAGCCGCGGACCGTCGTCCCGCTATT. . . -5

!

CP003416.1 2886206 CP003416.1 2886158

hairpin formation

GCAGGCGp
T¢ e
Ay, CP003416.1 2836206
G C *
AGCGCGTGGC—3’
[EEE LT
CGCGGACCGTCGTCCCGCTATT. . . -5’

C
C G )
T AA CP003416.1 2886158

A
AcagccGC

hairpin-mediated replication

copied CP003416.1 2886158
\* <
.TTATC GCCCTGCTGCCACGCGCTGTTGCTCGCCTGCCAGCGGCAGAATTGTCGGCCTTTCGGCGCCTGGCAGCAGGGCGATAA -3’

5’
ATTEEEETEE e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
. AATAGCGGGACGACGGTGCGCGACAACGAGCGGACGGTCGCCGTCTTAACAGCCGGAAAGCCGCGGACCGTCGTCCCGCTATT.

!

original CP003416.1 2886158

5!

original CP003416.1 2886206

Annotated junction sequence

<

>
TTATCGCCCTGCTGCCACGCGCTGTTGCTCGCCTGCCAGCGGCAGAATTGTCGGCCTTTCGGCGCCTGGCAGCAGGGCGATAA
GCCACGCGCTGTTGCTCGCCTGCCAGCGGCAGAATTGTCGGCCTTTCGGCGCCTGGCAGCAGGGCGATAA.. . .

sequenced junction ...
forward alignment
i ... TTATCGCCCTGCTGCCAgGCGC

reverse alignment
original CP003416.1 2886206 copied CP003416.1 2886158 original CP003416.1 2886158



Putnam et al. 2014. Figure S5 E.

Isolate 3124 (in CAN1 from the CAN1/URAS3 cassette with reversed orientation relative to reference sequence)

5’ -TCCATTGCGCTCTTTCCCGACGAGAGTAAATGGCGAGGATACGTTCTCTATGGAGGATGG. . . -3

FECEEEEEEE e e et e e e e e e e e e e e e e et e
3 ~AGGTAACGCGAGAAAGGGCTGCTCTCATTTACCGCTCCTATGCAAGAGATACCTCCTACC. . . -5

@ ChrV 33317 ChrV 33268
DSB

5’->3’ resection

5’-TATGG. ..-3’
HASAEEE
3 “ ~AGGTAACGCGAGAAAGGGCTGCTCTCATTTACCGCTCCTATGCAAGAGATACCTCCTACC. .. -5’

ChrV 33317 ChrV 33268

hairpin formation

GGA
CGTCG AAg
T G
C Cc ChrV 33317
T C
C A *
A ATGGA-3’
T [T
T TACCTCCTACC. . .-5’
T A
AC G *
C, AGA ChrV 33268
C
Tcerarach
hairpin-primed replication
copied ChrV 33268
—) (—
5’-...CCATCCTCCATTGCGCTCTTTCCCGACGAGAGTAAATGGCGAGGATACGTTCTCTATGGAGGATGG. . . -3’
o LEEEEETEEE P Er e e e e e e e e e e e e e e e e e e e e e e e e e
3’-...GGTAGGAGGTAACGCGAGAAAGGGCTGCTCTCATTTACCGCTCCTATGCAAGAGATACCTCCTACC. . . -5’
original ChrV 33317 original ChrV 33268
Annotated junction sequence
_________)> 4(_________
sequenced junction ...CCATCCICCATTGCGCTCTTTCCCGACGAGAGTAAATGGCGAGGATACGTTCTCTATGGAGGATGG. . .
forward alignment TCCATTGCGCTCTTTCCCGACGAGAGTAAATGGCGAGGATACGTTCTCTATGGAGGATGG. . .

reverse alignment ...CCATCCICCAT

original ChrV 33317  copied ChrV 33268 original ChrV 33268



Putnam et al. 2014. Figure S5 F.
Isolates 3121, 3125 (in hisG insertion from Samonella enterica genome CP003416.1)

5’ -AACAACGTTTCGCTGCTGACCATGTGCATCGCCACGCGCTGTTGCTCGCCTGC. . . -3
CECEECEEEEEEr et e e e e e e e e e e e e e e e e e e e e e rrrd

3’ -TTGTTGCAAAGCGACGACTGGTACACGTAGCGGTGCGCGACAACGAGCGGACG. . . -5’
CP003416.1 2886236 CP003416.1 2886197

DSB

5’°->3’ resection

5’-GCCTGC. . .-3’

RN
3’ -TTGTTGCAAAGCGACGACTGGTACACGTAGCGGTGCGCCGACAACGAGCGGACG. . . -5’

} !

CP003416.1 2886236 CP003416.1 2886197

hairpin formation

AGCACCCAR,  CP003416.1 2886236

C C
T I |
GG T161T-3
[111
L ¢ ACAACGAGCGGACG. . . -5’
C
€A a4

C C
CTaccGGTC  CP003416.1 2886197
hairpin-mediated replication

copied CP003416.1 2886197

m—— 4(____________
5’-...GCAGGCGAGCAACAACGTTTCGCTGCTGACCATGTGCATCGCCACGCGCTGTTGCTCGCCTGC. . . -3
coLEEEEEEEErerr e et e e e e e e e e e e e e e e e e

3’-:..CGTCCGCTCGTTGTTGCAAAGCGACGACTGGTACACGTAGCGGTGCGCGACAACGAGCGGACG...-5’
original CP003416.1 2886236 original CP003416.1 2886197

Annotated junction sequence

N

> <
sequenced junction ...GGCGCCGAAAGGCCGACAATTCTGCCGCTGGCAGGCGAGCAACAACGTTTCGCTGCTGACCATGTGCATCGCCACGCGCTGTTGCTCGCCTGC. ..
forward alignment AACAACGTTTCGCTGCTGACCATGTGCATCGCCACGCGCTGTTGCTCGCCTGC. . .
reverse alignment ...GGCGCCGAAAGGCCGACAATTCTGCCGCTGGCAGGCGAGCAACA

original CP003416.1 2886236 copied CP003416.1 2886197 original CP003416.1 2886197



Putnam et al. 2014. Figure S5 G.
Isolate 3255 (from wild-type uGCR assay strain)

5’ -TCACTTGATCAAAGATTAAATCGGTCTTTGATCCAATGAATTCATC. . . -3’
FLCCEEEEEE R et et et e e e e e e
3’ -AGTGAACTAGTTTCTAATTTAGCCAGAAACTAGGTTACTTAAGTAG. . . -5’

ChrV 40078 ChrV 40114

5’->3’ resection

5’-CATC...-3’
[

3’ -AGTGAACTAGTTTCTAATTTAGCCAGAAACTAGGTTACTTAAGTAG. . . -5’

ChrV 40078 ChrV 40114

hairpin formation

TTTG
1€ ATC ChrV 40078

A A
A A v
T TGA-3’
T 1]
A TAQITAAGTAG...—S’
.
GC GG *

C
AGAAACTA  ChrV 40114

hairpin-primed replication

copied ChrV 40114
<
5’-...CTGGTTTCAAGCAAGAATTGAACATGGATGAATTCACTTGATCAAAGATTAAATCGGTCTTTGATCCAATGAATTCATC. . . -3
3’-...GACCAAAGTTCGTTCTTAACTTGTACCTACTTAAGTGAACTAGTTTCTAATTTAGCCAGAAACTAGGTTACTTAAGTAG. . . -5’

original ChrV 40078 original ChrV 40114

Annotated junction sequence

<
sequenced junction ...CTGGTTTCAAGCAAGAATTGAACATGGATGAATTCACTTGATCAAACATTAAATCGGTCTTTCGATCCAATGAATTCATC. ..
TCACTTGATCAAAGATTAAATCGGTCTTTGATCCAATGAATTCATC. ..

forward alignment
CTGGTTTCAAGCAAGAATTGAACATGGATGAATICA

reverse alignment ...
original ChrV 40078 copied ChrV 40114 original ChrV 40114



