
Isolate 217

sequenced junction  ...GTCAAGATTTGTCCGCTTTCTGGAATGATACCAAAAAGTCCCATTCATCCATGTTCAATTCTTGCTTGAAACCAGATGAATGGGACTTTTTGGTAT...
forward alignment                                                ATTCATCCATGTTCAATTCTTGCTTGAAACCAGATGAATGGGACTTTTTGGTAT...
reverse alignment   ...GTCAAGATTTGTCCGCTTTCTGGAATGATACCAAAAAGTCCCATTCATC

GATGAAT-3’
|||||||
CTACTTACCCTGAAAAACCATA...-5’T
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5’-ATTCATCCATGTTCAATTCTTGCTTGAAACCAGATGAATGGGACTTTTTGGTAT...-3’
   ||||||||||||||||||||||||||||||||||||||||||||||||||||||...
3’-TAAGTAGGTACAAGTTAAGAACGAACTTTGGTCTACTTACCCTGAAAAACCATA...-5’

ChrV 40149ChrV 40117

                                         5’-GACTTTTTGGTAT...-3’
                                            |||||||||||||...
3’-TAAGTAGGTACAAGTTAAGAACGAACTTTGGTCTACTTACCCTGAAAAACCATA...-5’

ChrV 40149ChrV 40117

5’->3’ resection

hairpin formation

hairpin-primed replication

5’-...ATACCAAAAAGTCCCATTCATCCATGTTCAATTCTTGCTTGAAACCAGATGAATGGGACTTTTTGGTAT...-3’
   ...|||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||...
3’-...TATGGTTTTTCAGGGTAAGTAGGTACAAGTTAAGAACGAACTTTGGTCTACTTACCCTGAAAAACCATA...-5’

copied ChrV 40149

original ChrV 40149original ChrV 40117

original ChrV 40149original ChrV 40117 copied ChrV 40149

Annotated junction sequence

DSB



Putnam et al. 2014. Figure S5 B.

Isolates 218, 362, 364, 366

sequenced junction ...GAGATTTTGGAGCGTAAAACTACCACCAGTgaattccagcacactggcggccgtgctagcATTCACTGGTGGTAGTTTTACGCTCCAAAATCTC...
forward alignment                                   gaattccagcacactggcggccgtgctagcATTCACTGGTGGTAGTTTTACGCTCCAAAATCTC...
reverse alignment  ...GAGATTTTGGAGCGTAAAACTACCACCAGTgaat

5’-gaattccagcacactggcggccgtgctagcATTCACTGGTGGTAGTTTTACGCTCCAAAATCTC...-3’
   ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||...
3’-cttaaggtcgtgtgaccgccggcacgatcgTAAGTGACCACCATCAAAATGCGAGGTTTTAGAG...-5’

ChrV 25817inserted polylinker

                                             5’-TTTTACGCTCCAAAATCTC...-3’
                                                |||||||||||||||||||...
3’-cttaaggtcgtgtgaccgccggcacgatcgTAAGTGACCACCATCAAAATGCGAGGTTTTAGAG...-5’

ChrV 25817inserted polylinker

5’->3’ resection

hairpin formation

ATTC-3’
||||
TAAGTGACCACCATCAAAATGCGAGGTTTTAGAG...-5’

ChrV 25817
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inserted polylinker

hairpin-primed replication

5’-...GAGATTTTGGAGCGTAAAACTACCACCAGTgaattccagcacactggcggccgtgctagcATTCACTGGTGGTAGTTTTACGCTCCAAAATCTC...-3’
   ...||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||...                   
3’-...CTCTAAAACCTCGCATTTTGATGGTGGTCActtaaggtcgtgtgaccgccggcacgatcgTAAGTGACCACCATCAAAATGCGAGGTTTTAGAG...-5’

original ChrV 25817

copied ChrV 25817

inserted polylinker

Annotated junction sequence

original ChrV 25817inserted polylinker copied ChrV 25817

DSB



Isolate 365

Putnam et al. 2014. Figure S5 C.

Annotated junction sequence

5’->3’ resection

palindromic hairpin formation

hairpin-primed replication

5’-TAAGCCACTGCAGTGGCATTACTGAGCCCAAATTTTGCTTTTTCAAC...-3’
   |||||||||||||||||||||||||||||||||||||||||||||||...
3’-ATTCGGTGACGTCACCGTAATGACTCGGGTTTAAAACGAAAAAGTTG...-5’

ChrV 42134 ChrV 42144

                            5’-CAAATTTTGCTTTTTCAAC...-3’
                               |||||||||||||||||||...
3’-ATTCGGTGACGTCACCGTAATGACTCGGGTTTAAAACGAAAAAGTTG...-5’

ChrV 42134 ChrV 42144

CAGTGGCTTA-3’
||||||| |
GTCACCGTAATGACTCGGGTTTAAAACGAAAAAGTTG...-5’

ChrV 42134

ChrV 42144

5’-...GTTGAAAAAGCAAAATTTGGGCTCAGTTAAGCCACTGCAGTGGCATTACTGAGCCCAAATTTTGCTTTTTCAAC...-3’
   ...||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||...
3’-...CAACTTTTTCGTTTTAAACCCGAGTCAATTCGGTGACGTCACCGTAATGACTCGGGTTTAAAACGAAAAAGTTG...-5’

ChrV 42134 ChrV 42144

sequenced junction ...GTTGAAAAAGCAAAATTTGGGCTCAGTTAAGCCACTGCAGTGGCATTACTGAGCCCAAATTTTGCTTTTTCAAC...
forward alignment                                TAAGCCACTGCAGTGGCATTACTGAGCCCAAATTTTGCTTTTTCAAC...
reverse alignment  ...GTTGAAAAAGCAAAATTTGGGCTCAGTaAtGCCACTGCAGTGGC

original/copied ChrV 42144original ChrV 42134copied ChrV 42154

DSB



Putnam et al. 2014. Figure S5 D.

Isolate 2977  (in hisG insertion from Samonella enterica genome CP003416.1)

5’-GCCACGCGCTGTTGCTCGCCTGCCAGCGGCAGAATTGTCGGCCTTTCGGCGCCTGGCAGCAGGGCGATAA...-3’
   ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||...
3’-CGGTGCGCGACAACGAGCGGACGGTCGCCGTCTTAACAGCCGGAAAGCCGCGGACCGTCGTCCCGCTATT...-5’

CP003416.1 2886158CP003416.1 2886206

5’->3’ resection

                                                              5’-GGCGATAA...-3’
                                                                 ||||||||...
3’-CGGTGCGCGACAACGAGCGGACGGTCGCCGTCTTAACAGCCGGAAAGCCGCGGACCGTCGTCCCGCTATT...-5’

CP003416.1 2886158CP003416.1 2886206

GCGCGTGGC-3’
|||| ||||
CGCGGACCGTCGTCCCGCTATT...-5’

CP003416.1 2886158

CP003416.1 2886206
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sequenced junction ...TTATCGCCCTGCTGCCACGCGCTGTTGCTCGCCTGCCAGCGGCAGAATTGTCGGCCTTTCGGCGCCTGGCAGCAGGGCGATAA...
forward alignment                  GCCACGCGCTGTTGCTCGCCTGCCAGCGGCAGAATTGTCGGCCTTTCGGCGCCTGGCAGCAGGGCGATAA...
reverse alignment  ...TTATCGCCCTGCTGCCAgGCGC

5’-...TTATCGCCCTGCTGCCACGCGCTGTTGCTCGCCTGCCAGCGGCAGAATTGTCGGCCTTTCGGCGCCTGGCAGCAGGGCGATAA...-3’
   ...|||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||...
3’-...AATAGCGGGACGACGGTGCGCGACAACGAGCGGACGGTCGCCGTCTTAACAGCCGGAAAGCCGCGGACCGTCGTCCCGCTATT...-5’

original CP003416.1 2886158original CP003416.1 2886206

copied CP003416.1 2886158

original CP003416.1 2886158
original CP003416.1 2886206 copied CP003416.1 2886158

hairpin-mediated replication

Annotated junction sequence

hairpin formation

DSB



Putnam et al. 2014. Figure S5 E.

Isolate 3124 (in CAN1 from the CAN1/URA3 cassette with reversed orientation relative to reference sequence)

sequenced junction ...CCATCCTCCATTGCGCTCTTTCCCGACGAGAGTAAATGGCGAGGATACGTTCTCTATGGAGGATGG...
forward alignment           TCCATTGCGCTCTTTCCCGACGAGAGTAAATGGCGAGGATACGTTCTCTATGGAGGATGG...
reverse alignment  ...CCATCCTCCAT

ChrV 33268ChrV 33317

5’-TCCATTGCGCTCTTTCCCGACGAGAGTAAATGGCGAGGATACGTTCTCTATGGAGGATGG...-3’
   ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||...
3‘-AGGTAACGCGAGAAAGGGCTGCTCTCATTTACCGCTCCTATGCAAGAGATACCTCCTACC...-5’

ChrV 33268ChrV 33317

                                                       5’-TATGG...-3’
                                                          |||||...
3‘-AGGTAACGCGAGAAAGGGCTGCTCTCATTTACCGCTCCTATGCAAGAGATACCTCCTACC...-5’

5’->3’ resection

hairpin formation

ChrV 33268

ChrV 33317

ATGGA-3’
|||||
TACCTCCTACC...-5’
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hairpin-primed replication

5’-...CCATCCTCCATTGCGCTCTTTCCCGACGAGAGTAAATGGCGAGGATACGTTCTCTATGGAGGATGG...-3’
   ...||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||...
3’-...GGTAGGAGGTAACGCGAGAAAGGGCTGCTCTCATTTACCGCTCCTATGCAAGAGATACCTCCTACC...-5’

original ChrV 33268original ChrV 33317

copied ChrV 33268

Annotated junction sequence

original ChrV 33268original ChrV 33317 copied ChrV 33268

DSB



Putnam et al. 2014. Figure S5 F.

Isolates 3121, 3125  (in hisG insertion from Samonella enterica genome CP003416.1)

sequenced junction ...GGCGCCGAAAGGCCGACAATTCTGCCGCTGGCAGGCGAGCAACAACGTTTCGCTGCTGACCATGTGCATCGCCACGCGCTGTTGCTCGCCTGC...
forward alignment                                             AACAACGTTTCGCTGCTGACCATGTGCATCGCCACGCGCTGTTGCTCGCCTGC...
reverse alignment  ...GGCGCCGAAAGGCCGACAATTCTGCCGCTGGCAGGCGAGCAACA

5’-AACAACGTTTCGCTGCTGACCATGTGCATCGCCACGCGCTGTTGCTCGCCTGC...-3’
   |||||||||||||||||||||||||||||||||||||||||||||||||||||...
3’-TTGTTGCAAAGCGACGACTGGTACACGTAGCGGTGCGCGACAACGAGCGGACG...-5’

CP003416.1 2886197CP003416.1 2886236

5’->3’ resection

                                               5’-GCCTGC...-3’
                                                  ||||||...
3’-TTGTTGCAAAGCGACGACTGGTACACGTAGCGGTGCGCGACAACGAGCGGACG...-5’

CP003416.1 2886197CP003416.1 2886236

hairpin formation

TGTT-3’
||||
ACAACGAGCGGACG...-5’

CP003416.1 2886197

CP003416.1 2886236
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hairpin-mediated replication

5’-...GCAGGCGAGCAACAACGTTTCGCTGCTGACCATGTGCATCGCCACGCGCTGTTGCTCGCCTGC...-3’
   ...|||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||...
3’-...CGTCCGCTCGTTGTTGCAAAGCGACGACTGGTACACGTAGCGGTGCGCGACAACGAGCGGACG...-5’

original CP003416.1 2886236 original CP003416.1 2886197

copied CP003416.1 2886197

original CP003416.1 2886236 original CP003416.1 2886197

Annotated junction sequence

copied CP003416.1 2886197

DSB



Putnam et al. 2014. Figure S5 G.

Isolate 3255 (from wild-type uGCR assay strain)

5’->3’ resection

hairpin formation

hairpin-primed replication

Annotated junction sequence

sequenced junction ...CTGGTTTCAAGCAAGAATTGAACATGGATGAATTCACTTGATCAAAGATTAAATCGGTCTTTGATCCAATGAATTCATC...
forward alignment                                      TCACTTGATCAAAGATTAAATCGGTCTTTGATCCAATGAATTCATC...
reverse alignment  ...CTGGTTTCAAGCAAGAATTGAACATGGATGAATTCA

5’-TCACTTGATCAAAGATTAAATCGGTCTTTGATCCAATGAATTCATC...-3’
   ||||||||||||||||||||||||||||||||||||||||||||||
3’-AGTGAACTAGTTTCTAATTTAGCCAGAAACTAGGTTACTTAAGTAG...-5’

ChrV 40114ChrV 40078

                                          5’-CATC...-3’
                                             ||||
3’-AGTGAACTAGTTTCTAATTTAGCCAGAAACTAGGTTACTTAAGTAG...-5’

ChrV 40114ChrV 40078

TGA-3’
|||
ACTTAAGTAG...-5’

ChrV 40114

ChrV 40078
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5’-...CTGGTTTCAAGCAAGAATTGAACATGGATGAATTCACTTGATCAAAGATTAAATCGGTCTTTGATCCAATGAATTCATC...-3’
3’-...GACCAAAGTTCGTTCTTAACTTGTACCTACTTAAGTGAACTAGTTTCTAATTTAGCCAGAAACTAGGTTACTTAAGTAG...-5’

original ChrV 40114original ChrV 40078

copied ChrV 40114

original ChrV 40114original ChrV 40078 copied ChrV 40114

DSB


