
Supplemental Table 1:  Demographics	
  and	
  exclusion	
  criteria	
  for	
  the	
  control	
  group.	
  	
  Listed in the first row is the starting number of African 
American subjects without a diagnosis of asthma (subdivided by gender) that were identified from questionnaire data for each of the 4 
parent studies used in this analysis.  See methods section and Supplemental Table 6 for further details about the questionnaire data 
that was used to identify subjects with asthma.  Moving down the table, next listed for each study is the exclusion criteria that were 
applied to arrive at the final n for the control group.  Chronic respiratory symptoms were determined from the questionnaire data listed 
in Supplemental Table 7.  Lung disease other than asthma was determined from the questionnaire data listed in Supplemental Table 
8.  Low lung function was defined as FEV1 < 70% of predicted based on race and sex specific NHANES III prediction equations 
adjusting for age and height, or FEV1/FVC less than lower limits of normal for age, race and sex (see material and methods).  CARe 
quality control metrics were defined previously (Lettre et al. 2011).  The "total" column under each parent study refers to the total 
number of subjects positive for the associated exclusion criterion.  The ""unique/removed" column under each parent study refers to 
those subjects who had not been filtered due to the presence of other selection criteria - i.e. this is the number of subjects that were 
positive only for the one associated selection criterion.  The "remaining" column under each parent study refers to the number of 
subjects remaining after that stage of filtering.  



Supplemental	
  Table	
  2:	
  	
  Demographics	
  and	
  exclusion	
  criteria	
  for	
  the	
  asthma	
  group.	
  	
  Listed	
  in	
  the	
  first	
  row	
  is	
  the	
  star/ng	
  number	
  of	
  African	
  
American	
  subjects	
  with	
  asthma	
  (subdivided	
  by	
  gender)	
  that	
  were	
  iden/fied	
  from	
  ques/onnaire	
  data	
  for	
  each	
  of	
  the	
  4	
  parent	
  studies	
  used	
  in	
  
this	
  analysis.	
  	
  See	
  methods	
  sec/on	
  and	
  Supplemental	
  Table	
  6	
  for	
  further	
  details	
  about	
  the	
  ques/onnaire	
  data	
  that	
  was	
  used	
  to	
  iden/fy	
  
subjects	
  with	
  asthma.	
  	
  Moving	
  down	
  the	
  table,	
  next	
  listed	
  for	
  each	
  study	
  is	
  the	
  exclusion	
  criteria	
  that	
  were	
  applied	
  to	
  arrive	
  at	
  the	
  final	
  n	
  for	
  
the	
  asthma	
  group.	
  	
  Lung	
  disease	
  other	
  than	
  asthma	
  was	
  determined	
  from	
  the	
  ques/onnaire	
  data	
  listed	
  in	
  Supplemental	
  Table	
  8.	
  CARe	
  quality	
  
control	
  metrics	
  were	
  defined	
  previously	
  (LeJre	
  et	
  al.	
  2011).	
  	
  The	
  "removed"	
  column	
  under	
  each	
  parent	
  study	
  refers	
  to	
  the	
  total	
  number	
  of	
  
subjects	
  posi/ve	
  for	
  the	
  associated	
  exclusion	
  criterion.	
  	
  The	
  "remaining"	
  column	
  under	
  each	
  parent	
  study	
  refers	
  to	
  the	
  number	
  of	
  subjects	
  
remaining	
  aOer	
  that	
  stage	
  of	
  filtering.	
  	
  



Supplemental	
  Table	
  3:	
  Replica2on	
  of	
  European	
  asthma	
  associated	
  SNPs	
  in	
  the	
  CARe	
  African-­‐American	
  meta-­‐analyses.	
  	
  Reported	
  SNP	
  refers	
  to	
  the	
  
top	
  SNP	
  at	
  the	
  par0cular	
  locus	
  from	
  the	
  referenced	
  GWA	
  studies,	
  and	
  CARe	
  SNP	
  refers	
  the	
  top	
  SNP	
  in	
  the	
  CARe	
  African	
  American	
  cohort.	
  	
  EAF-­‐CARe	
  is	
  
the	
  effect	
  allele	
  frequency	
  for	
  the	
  reported	
  SNP	
  in	
  CARe.	
  	
  EAF	
  is	
  the	
  effect	
  allele	
  frequency	
  for	
  the	
  "beEer"	
  SNP	
  (i.e.	
  the	
  SNP	
  with	
  the	
  strongest	
  signal	
  
of	
  replica0on)	
  in	
  CARe	
  that	
  was	
  found	
  in	
  the	
  analysis.	
  	
  DOE	
  (direc0on	
  of	
  effect):	
  	
  +	
  indicates	
  that	
  the	
  CARe	
  SNP	
  effect	
  was	
  in	
  the	
  same	
  direc0on	
  as	
  the	
  
reported	
  SNP.	
  	
  I/G	
  indicates	
  whether	
  the	
  CARe	
  SNP	
  was	
  imputed	
  (I)	
  or	
  genotyped	
  (G).	
  	
  RSQ,	
  imputa0on	
  r2	
  for	
  imputed	
  CARe	
  SNPs.	
  	
  Bold	
  is	
  used	
  to	
  
indicate	
  CARe	
  SNPs	
  that	
  either	
  exceeded	
  the	
  Bonferoni	
  corrected	
  significance	
  threshold	
  or	
  were	
  nominally	
  significant	
  and	
  in	
  the	
  same	
  effect	
  direc0on	
  
as	
  the	
  reported	
  SNP.	
  	
  



Supplemental	
  Table	
  4:	
  Adjustment	
  of	
  meta-­‐analysis	
  results	
  for	
  local	
  ancestry.	
  	
  Reported	
  SNP	
  refers	
  to	
  the	
  top	
  SNP	
  at	
  the	
  par0cular	
  locus	
  from	
  the	
  
referenced	
  GWA	
  studies,	
  and	
  CARe	
  SNP	
  refers	
  the	
  top	
  SNP	
  in	
  the	
  CARe	
  African	
  American	
  cohort.	
  	
  EAF-­‐CARe	
  is	
  the	
  effect	
  allele	
  frequency	
  for	
  the	
  reported	
  
SNP	
  in	
  CARe.	
  	
  EAF	
  is	
  the	
  effect	
  	
  allele	
  frequency	
  for	
  the	
  "beEer"	
  SNP	
  (i.e.	
  the	
  SNP	
  with	
  the	
  strongest	
  signal	
  of	
  replica0on)	
  	
  in	
  CARe	
  that	
  was	
  found	
  in	
  the	
  
analysis.	
  	
  P-­‐value	
  (local	
  ancestry)	
  is	
  the	
  p-­‐value	
  reported	
  in	
  table	
  2	
  adjusted	
  for	
  the	
  confounding	
  effects	
  of	
  admixture	
  by	
  using	
  HAPMIX	
  soRware.	
  	
  Effect	
  
direc0on:	
  	
  +	
  indicates	
  that	
  the	
  CARe	
  SNP	
  effect	
  was	
  in	
  the	
  same	
  direc0on	
  as	
  the	
  reported	
  SNP.	
  	
  Bold	
  is	
  used	
  to	
  indicate	
  CARe	
  SNPs	
  that	
  exceeded	
  the	
  
Bonferoni	
  corrected	
  significance	
  threshold.	
  	
  	
  



Supplemental Table 5:  Conditional analysis of signals in the RAD50/IL13 region and the IL1RL1/IL18R1 region. Conditioning 
for the effect of rs17622991 eliminated evidence for association for rs224012.  However, conditioning for the effect of rs224012 did not 
abolish the association signal of rs17622991.  Conditional analysis of the signals in IL1RL1/IL18R1 did not distinguish the signal at the 
European ancestry SNP from the signal at the African ancestry SNP. 



Supplemental Table 6:  Questionnaire questions to establish asthma diagnosis. Subjects 
with asthma were defined based on an affirmative response to any of these study questions and 
included both physician-diagnosed and self-reported asthma. 



Supplemental Table 7:  Questionnaire questions to determine history of chronic 
respiratory symptoms.  These symptoms could be consistent with asthma, and so subjects 
who provided an affirmative answer to these questions were excluded from the control 
group.  



Supplemental Table 8:  Questionnaire questions to establish diagnoses consistent with 
chronic lung disease. Subjects who provided an affirmative answer to these questions were 
excluded from both the asthma group and the control group.  











Supplemental	
  Figure	
  1	
  



Supplemental	
  Figure	
  2	
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