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eFigure 1. Frequency distributions of the degree of pleiotropy observed in the genes listed in the ACMG policy statement and a 

pleiotropy screen in mice. 

 

A) Number of unique MIM phenotypes associated with the 56 genes recommended for incidental return by the American College of Medical 

Genetics and Genomics.  The number of MIM phenotypes (x-axis) for each gene was counted as the number of unique phenotype MIM numbers 

listed for each MIM gene given in the ACMG recommendations (mean = 3.5±0.3 phenotypes/gene).  B) Frequency distribution of the degree of 

pleiotropy in a mouse knock-in/knock-down experiment, representing 4,915 genes and 308 traits (mean 8.2±0.7 phenotypes/gene).  Figure B is 

modified from Wang et al. The distribution of pleiotropy observed in the ACMG recommendations is somewhat similar to the L-shaped distribution 

seen in the mouse experiment, suggesting that the distribution of pleiotropic relationships observed for these 56 genes could be representative of 

relationships that exist across the genome as a whole. 
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