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Figure S5. Correlations between cytokine mRNA expression and leukocyte recruitment. Ct values for the indicated mRNAs in individual animals were normalized to the 
average Ct values for GusB, Hprt1, Hsp90ab1, Gapdh, and Actb mRNAs in the same animals, and plotted against the indicated leukocyte counts in the same animals in association 
with the indicated individual structures. Correlations (r) were calculated by Spearman’s method. 


