Figure S2. Alignment of Usp9 amino acid sequences
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Figure S2. Alignment of Usp9 amino acid sequences. Alignment of zebrafish Usp9 (Danio rerio, our

sequence), human Usp9 (Homo sapiens, XP_005272733.1) and chicken Usp9 (Gallus gallus, XP_416773.2).

Zebrafish Usp9 bears 90.04% and 92.58% amino acids identity to its counterparts of human and chicken,
respectively. Red line indicates the region of ubiquitin-specific protease (USP) domain.



