
	  
	  
 
Figure S5. Enrichment analysis of six histone modifications across ZBED6 target 
sites. ZBED6 target genes were divided into up-regulated and down-regulated genes 
after Zbed6 silencing. The asterisk indicates a significant difference (P<0.05). 
H3K4me2 (dark red), H3K4me3 (green), H3K27ac (purple), H3K4me1 (blue), 
H3K27me3 (pink), and H3K36me3 (yellow). 
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