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Figure S3 Sequence characteristics of BmorCPR2 between Dazao and Dazao-stony. A. Full-length cDNA sequences of
BmorCPR2 between Dazao and Dazao-stony. B. Alignment of BmorCPR2 and orthologs among nine Lepidopera species.
The orthologs were identified using BLAST (blastp and tblastn), known genomes or EST databases of selected Lepidopera
insects, NCBI, CuticleDB (http://bioinformatics.biol.uoa.gr/cuticleDB and OrhtoDB (http://cegg.unige.ch/orthodb6).
Sequence alignment using Muscle program (http://www.ebi.ac.uk/Tools/msa/muscle/), is listed as follows: Bombyx mori
BmorCPR2, Papilio polytes CPR2, BAM18876.1, Papilio xuthus CPR2, BAG30800.1, Danaus plexippus EHJ77392.1,
Manduca sexta Msex000162-RB, (Manduca base), Heliconius melpomene HMEL002550-PA, (Heliconius Genome Project),
Samia cynthia ricini 110A02NGRL0007_HOS8 (SilkBase), Plutella xylostella Px003256.1 (Diamondback moth Genome
Database), Spodoptera frugiperda Sf1P23819-5-1, (SPODOBASE). The black line represents the RR1 motif.
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