Table S3 Detailed sequence pile-up (Li et al. 2009) for scalloped binding site regulating cut (Halder & Carrol 2001, Guss et al. 2001).

R
Chrom. Pos. Ref. # reads (SAM) (S(f:l\(:l)bases Base quality (SAM) #reads (ORE) Read bases (ORE) Base quality (ORE)
X 7424817 T 15 Jereeyenreyees HFIHIDIBI<GIIII 15 By DIFIIIAII
X 7424818 G 15 Jeeererayeyens HIHGIEIGIGGIIIG 15 R & GIIIHGIHIIHIE
X 7424819 T 16 TR B EHGGICHGIGDIIHGE 15 B EHHTm
X 7424820 C 15 eperyyeyeenn 11141BIBGIIGI 16 A KA B IGGIHHINIBIIEE
X 7424821 A 15 ceeereryere-Gn IHICIBIGGIII*I 18 RTTRRRA) KA1 B InimsDbBB
X 7424822 A 15 ey FHHIEIGIDGIIGGI 18 rtrerertrern INHHIINIHIEE
X 7424823 T 15 ererygeyeens HIIIDIGICGIIGI 18 T, HHNINMHHI@IGI
X 7424824 G 15 ey GIlIDI@IEGIGIGI 18 rtrerertrern IHIHIDIIHING
X 7424825 T 15 B EGGG=HDICGIIIGI 18 T, HNGHeHN
X 7424826 A 14 ey IHIBIGIDGGIIGI 18 rtrerertrern el
X 7424827 A 14 ererryeyees HIL:14IDGIIIGI 19 TR & IHHHAHIG>
X 7424828 T 14 ey HN=IEIEGIII 22 crererererenn WL, IHIHTHITIIIHIIEBBB
X 7424829 T 14 ererryeyees I?1BICDIIII 23 TR & IIHNIFIHIIFIFHICEEED
X 7424830 C 14 ey IIH?IDIDDIII 23 Crerereerererrrreneeey INMHHIIHIGHIHBFIHF
X 7424831 G 14 By EDIDIGICGIIIN 24 | N HIHTHIHIINIGBIHIE
X 7424832 A 14 L & >>DFGI>EINNNT 25 A B INMHINGHINIHGHIGI>
X 7424833 A 14 T H<IGIGHIIII: 25 oy errereyryyrnaaa HHHmbn=1?
X 7424834 A 13 By 9?IBIGHIINIS 25 ey ey yrrraaage IHHHTTNEIH>HHNA
X 7424835 A 12 Jerrpegeees BIGIDHIHIII5 25 oy errereyryyrnaaa I GIHHIIB
X 7424836 A 12 Yerryeyeees DIGIDHIIIZ2 25 ey ey yrrraaage INGIIHIHIENGIHBIIE
X 7424837 T 12 Jerrpegeees @IBGBEFBIII- 26 [T A B HmimmsIHHHI@ADHDEDIE
X 7424838 G 12 Yerryegeees GIGHDDIIIII: 26 e erer ey aaayyes HIHHHITINGHHHAII
X 7424839 T 12 Jerrpeyeeees GH@IGGHIFHI4 26 ey ey ey aayyes HINHINHIGHITNZIHHIHII
X 7424840 C 12 Yerryegeees GIGI<GIIII5 26 e erer ey aaayyes IHHHHTIHIG8IHDIHI
X 7424841 G 13 TTRA N AGIGGIIGITE 26 i rreertyeyrnaraaaaryes HIHHHNHINGHHIT
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