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Table S3   Detailed sequence pile-up (Li et al. 2009) for scalloped binding site regulating cut (Halder & Carrol 2001, Guss et al. 2001). 

 

Chrom. Pos. Ref. # reads (SAM) 
Read bases 
(SAM)  Base quality (SAM) # reads (ORE) Read bases (ORE) Base quality (ORE) 

X 7424817 T 15 ,....,.,,,.,... HFIHIDIBI<GIIII 15 .$,.,,.,.,..,.,. DIIFIIIIIIIHIII 

X 7424818 G 15 ,....,.,,,.,... HIHGIEIGIGGIIIG 15 ,.,,.,.,..,.,.^], GIIIIIHGIHIIHIE 

X 7424819 T 16 ,$....,.,,,.,...^]. EHGGICHGIGDIIHGE 15 ,$.,,.,.,..,.,., EIIIIIIIIIIIIII 

X 7424820 C 15 ....,.,,,.,.... IIII4IBIBGIIIGI 16 .,,.,.,..,.,.,^],^], IGGIIIIIIIIBIIEE 

X 7424821 A 15 ....,.,,,.,..G. IHIICIBIGGIII*I 18 .,,.,.,..,.,.,,,^],^], IIIIIIIIBIIIIIIDBB 

X 7424822 A 15 ....,.,,,.,.... FHHIEIGIDGIIGGI 18 .,,.,.,..,.,.,,,,, IIIIIIHIIIIIIHIIEE 

X 7424823 T 15 ....,.,,,.,.... HIIIDIGICGIIIGI 18 .,,.,.,..,.,.,,,,, IIIIIIIIHHI@IIIGII 

X 7424824 G 15 ....,.,,,.,.... GIIIDI@IEGIGIGI 18 .,,.,.,..,.,.,,,,, IIIIIIIIDIIIIHIIIG 

X 7424825 T 15 .$...,.,,,.,.... EGGG=HDICGIIIGI 18 .,,.,.,..,.,.,,,,, IIIIIIIIIIIGIIEHII 

X 7424826 A 14 ...,.,,,.,.... IHIBIGIDGGIIGI 18 .,,.,.,..,.,.,,,,, IIIIIIIIIIIGIIIIII 

X 7424827 A 14 ...,.,,,.,.... HII:I4IDGIIIGI 19 .,,.,.,..,.,.,,,,,^], IIIIIIIIIIIIIIIHIG> 

X 7424828 T 14 ...,.,,,.,.... III=IEIEGIIIII 22 .,,.,.,..,.,.,,,,,,^],^],^], IHIIIIIHIIIIIIIHIIEBBB 

X 7424829 T 14 ...,.,,,.,.... III?IBICDIIIII 23 .,,.,.,..,.,.,,,,,,,,,^], IIHIIIFIIHIIIFIFHICEEED 

X 7424830 C 14 ...,.,,,.,.... IIH?IDIDDIIIII 23 .,,.,.,..,.,.,,,,,,,,,, IIIIIIHIIIIHIGIIIHBFIHF 

X 7424831 G 14 .$..,.,,,.,.... EDIDIGICGIIIII 24 .,,.,.,..,.,.,,,,,,,,,,^], IIIIIIIIHIIIIIIIIIGBIHIE 

X 7424832 A 14 ..,.,,,.,....^]. >>DFGI>EIIIII7 25 .,,.,.,..,.,.,,,,,,,,,,,^]. IIIHIIIIGIIIIIIIIHGHIGII> 

X 7424833 A 14 .$.,.,,,.,..... ;;<IGIGHIIIII: 25 .,,.,.,..,.,.,,,,,,,,,,,. IIIIIIIIIIIHIIIIIIDII>II? 

X 7424834 A 13 .$,.,,,.,..... 9?IBIGHIIIII5 25 .,,.,.,..,.,.,,,,,,,,,,,. IIIIIIIIIIIIIIIEIH>IIHIIA 

X 7424835 A 12 ,.,,,.,..... BIGIDHIHIII5 25 .,,.,.,..,.,.,,,,,,,,,,,. IIIIIIIIIIIIIIIIIIGIHHIIB 

X 7424836 A 12 ,.,,,.,..... DIGIDHIIIII2 25 .,,.,.,..,.,.,,,,,,,,,,,. IIIGIIIIIIIHIHIEIIGIHBIIE 

X 7424837 T 12 ,.,,,.,..... @IBGBEFBIII- 26 .,,.,.,..,.,.,,,,,,,,,,,.^]. IIIIIIIIIII8IHHHI@ADHDEDIE 

X 7424838 G 12 ,.,,,.,..... GIGHDDIIIII: 26 .,,.,.,..,.,.,,,,,,,,,,,.. HIIIIIIIHIIIIIIIIIGHHHIIII 

X 7424839 T 12 ,.,,,.,..... GH@IGGHIFHI4 26 .,,.,.,..,.,.,,,,,,,,,,,.. HIIIHIIIHIIGIIIIII3IHHIHII 

X 7424840 C 12 ,.,,,.,..... GIGI<GIIIII5 26 .,,.,.,..,.,.,,,,,,,,,,,.. IIIIIIIIIIIIIIIHIG8IHDIHII 

X 7424841 G 13 ,.,,,.,.....^]. :IGIGGIIGII7E 26 .,,.,.,..,.,.,,,,,,,,,,,.. IIIIIIIIIIIIIHIIIIGIIHIIII 

 
  


