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Name sequence (5´to 3´) 

J1258 ATGGAATCACTGAATGGTACAGAACCTC 

J1259 CTGCTCTCCTCGCATCTAGTTCAGCCATCT 

J1186 GAATGCTGCCAGAGTCATTCAGAGGC 

J1187 CAAAGAATCGATCTTCTCTGTATCTTC 

J1188 CTTCATCTTTGTTTGGACGGGTATCTC 

J1189 CATTGCTAAACGAGCAGCATTCACGTCT 

J1194 CAGACCCCGAGAGGAATTATCATTG 

J1195 CCCAACAGACTTATTGATCTTATCAAC 
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J1198 CGCAAACTTGTGACTCAGGTTTTCTC 
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J1200 ACCTTGGTGGTCGATCCGGCGTTGAAG 

J1201 TATGTTCGCACAGCTGCTCCAGATATTC 

J1202 CATCTCACACATTCTTACTACAAGC 

J1203 AATATGGCCTTTTTCTGTTGATTG 
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